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Using the "SCRUM-Japan”, a systematic, tumor-agnostic, industry-academia collaborative cancer
genome screening network that immediately selects patients for a subdivided treatment target
population, we constructed and operated a database that allows real-time data sharing between the
researchers in the participating medical institutions and collaborating companies, and gives due
consideration to the protection of the patients' privacy, resulting in more efficient infrastructure.

In the first and second phases of the project (FY 2015-2019), atotal of 265 institutions participated,
and genome analysis was performed on atotal of 11261 samples, including 6360 lung cancer samples
and 4901 gastrointestinal cancer samples. A database that integrates genome analysis dataand clinical
information was immediately shared among collaborators (215 users in total), and a total of 39269
accesses were made. In addition, frequency information of atotal of 48435 variants of detected gene
mutations was registered in the AMED integrated clinical genome information database MGeND. The
number accounts for 74% of all cancer-related variants registered in MGeND. As a result of the
development of diagnostic kits using stored specimens after genome analysis, six in vitro diagnostics
have been approved. In the meantime, 57 investigator-initiated and pharma-sponsored clinical trials
related to SCRUM -Japan have been conducted. Of these, results were reported from 16 trials, of which
9 drugs and 11 indications were approved in Japan.

In the third phase of the project, which started in FY 2020, the Lung Cancer Group has registered
4288 cases as of the end of February 2021, including those from Taiwan. In addition to the
conventional genomic testing using next-generation seguencers on tissue specimens, liquid biopsy
testing using peripheral blood and PCR-based testing, which requires less time for testing, are being

used in combination. The gastrointestinal cancer group has expanded the target cancer typesto include



all solid cancers other than lung cancer and has started screening using liquid biopsy tests and genomic
analysis of intestinal microflora, with 1442 cases registered. We constructed a database that allows
collaborators to cross-search the data accumulated by both research groups, and 59 users who were
issued accounts used the database with 1933 accesses.

As a future policy, we will continue our activities by taking advantage of the recognition of
SCRUM-Japan as a nation-wide and international screening platform for drug discovery. In addition
to the conventional genomic information of cancer tissues, the biological data required for the
development of new cancer drugs is expanding to include multilayered omics such as the
transcriptome, proteome, and microbiome, and information on the cancer microenvironment such as
tumor-infiltrating lymphocytes. To meet these needs, we will plan and implement new data

collaborations between industry and academiathat rapidly incorporate new technologies.






