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Exploration of personal medical strategies and novel therapeutic targets based on
the pathogenetic mechanisms of chronic rhinosinusitis in Japanese and US patients.

[US-side]
- Principal investigator:
Atsushi Kato
(Division of Allergy and Immunology,
Northwestern University Feinberg
School of Medicine,
Associate Professor)

[Japan-side]

- Principal Investigator:

Shigeharu Fujieda

(Division of Otorhinolaryngology and
Head & Neck Surgery, University of
Fukui, Director of Medicine and
Professor)

[Objective]
Exploration of personal medical strategies and novel therapeutic targets for chronic rhinosinusitis
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Endotype analysis: Nasal polyps
and mucosa of chronic
rhinosinusitis patients are
analyzed using a unified method
to clarify the differences between
Japanese and U.S. endotypes and
their composition ratio.

Microbiome analysis : We perform
bacterial and fungal microbiome
analysis of chronic rhinosinusitis
patients to identify differences in
bacterial and fungal composition
and their functions between the
Japan and the U.S.
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Genotype analysis: Genome analysis
of chronic rhinosinusitis patients are
performed to identify differences and
disease-related genes between the
Japan and the U.S.

Single-cell gene expression analysis:
We perform gene expression
analysis targeting cells that play a
central role in patients with chronic
rhinosinusitis to identify refractory
type-specific immune cells and their
profiling.



