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CELLOGRAMRXx: Pan-Cancer Cellular composition and signalling relationship mapping to identify

novel therapeutic targets

' [Japan-side]
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[Objective]

[ Research Outline 1 ) [ Research Outline 2 ]
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Fig.2 : Fetal-like fibroblasts in colon
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[ Expected Result 1] [ Expected Result 2 ]
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large scale data generation of pan cancer spatial omics and its biological interpritations
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Identification of novel
oncofetal cells, non-
cancerous cells in the
TME undergo fetal-like
reprogramming, and
theirimmune
interactions.

Advances in our
understanding of
cancer malignant
transformation
originating from
Onco-fetal cells may
lead to the
development of
therapeutic
intervention
methods from new
perspectivesin
addition to current
immunotherapy.

[ Research Outline 3 ]
Using machine learning models, we

aim to effectively capture complex
tissue patterns by combining state-of-
the-art spatial transcriptomics
technology with cancer histology.
Integrate spatial analysis data with
pathology (HE image) data with known
outcomes of therapeutic interventions
to develop a unique algorithm to find
new therapeutic targets.

[ Expected Result 3 ]

We aim to develop an algorithm that
integrates and links HE images, spatial
information, and patient information
into a patient treatment strategy. We
believe that this may lead to more
accurate cancer diagnosis compared to
the conventional cancer diagnosis that
relies on HE images.



