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Control of endemic HTLV-1 to prevent silent global spread

[Objective]

[Japan-side]

" Principal Investigator:

Tetsuro Matano

( Director-General, National
Institute of Infectious Diseases)

[ Australia-side]

Counterpart Principal investigator:
Damian Purcell

(Professor, Peter Doherty Inst for
Infection & Immunity, Univ Melbourne)

Research for prevention of HTLV—1 transmission and disease progression

[Research Outline 1)
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We will examine the HTLV-1
transmission mechanism and work on
the development of a prophylactic
antibody-inducing vaccine with
encouraging the exchange of young
researchers between the two countries
for human resource development.

It is expected to obtain the non-clinical
POC by demonstrating the protective
efficacy of an HTLV-1 mRNA vaccine in
an animal model and create a global
consortium towards an international
HTLV-1 vaccine clinical trial.

[Research Outline 2]

[Expected Result 2]
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We will examine the difference in
pathogenicity of HTLV-1a and HTLV-1c
prevailing in Japan and Australia,
respectively, and perform next-
generation omics analyses to elucidate
the mechanism for disease progression
in HTLV-1 infection.

It is expected to identify the biomarker
indicating the risk for developing
diseases and elucidate the mechanism
for disease progression in HTLV-1
infection, leading to the development
of therapeutics



