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In this research program, we aimed to construct an analysis pipeline to comprehensively
observe changes in temporal and spatial localization of biopharmaceuticals using CUBIC: whole-
organ/body transparent and 3D imaging technology with cellular resolution. In particular, our
research team has advantages of the use of a light-sheet fluorescence microscopy which is capable
of taking images of a large samples (e.g., whole mouse body) in a high-throughput manner with
single-cell resolution, together with the high-performance of whole-body clearing with CUBIC.
We therefore tried to establish an analysis pipeline to examine whole-organ/body distributions of
administrated biopharmaceuticals, which has not yet been addressed in the world. We succeeded
in producing mice with metastatic cancer cells as a disease model, and succeeded in the multicolor
imaging of whole organs to detect micro-clusters of the cancer cells. This made it possible to
evaluate changes in the distribution of metastatic cancer cells and therapeutic effects on the
cancer cell-transplanted mice in a time series data. In addition, we introduced a calculation server
computer as an infrastructure for large dataset. In addition, we proceeded derivation of the

updated CUBIC technology to some companies outside.
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