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1. Development of the patient (trial subject) matching system
As of March 2017, the lung cancer screening project (LC-SCRUM) had enrolled 1,886 and 245 cases

of non-squamous non-small cell lung cancer and squamous cell lung cancer, respectively from 245
participating hospitals. The gastrointestinal cancer screening project (GI-SCREEN) had enrolled
1,011, 757, 241, 57, 52, 167, 270, 50, 19, 4 and 39 cases of colorectal cancer, gastric cancer, esophageal
cancer, GIST, hepatocarcinoma, biliary cancer, pancreatic cancer, small intestinal cancer,
appendiceal cancer, anal canal carcinomas and NET/NEC, respectively from 19 core cancer centers.
Clinico-genomic information of these cases were stored into the database system which is shared
with restricted users of collaborating academic and industrial investigators. The database, which
contains large raw sequencing files was constructed at a server system to meet related guidelines.
The database system was modified to allow auditing and prepared for connecting the electronic

medical record system.

2. Biobanking and secondary use
Extra DNA and RNA samples were reserved at a quality controlled biobanking facility. LC-SCRUM

and GI-SCREEN-related study groups utilized some of the extra samples.

3. Utilization of the patient (trial subject) matching system for clinical trials
Information of the SCRUM-Japan-related clinical trials was curated from participating institutions

and pharmaceutical companies and disclosed via the SCRUM-Japan website. As well, the
administration office notifies the individual investigators. Follow-up clinical information of the
enrolled cases were curated and shared with the collaborating investigators. Development of
computer programs assisting the prediction of the outcome of the treatment has been challenged.
CARTA (Clustering-Aided Rapid Training Agent), an universal and self-learning bio-image
classification software was applied to distinguish CT-images of lung cancer. CARTA analyzed in total
100 EGFR-mutated and ALK fusion-positive lung adenocarcinoma and small cell lung carcinoma

cases and obtained 67% of classification accuracy by the first prototype algorithm.

4. Global collaboration and domestic human resources development

Investigators who are running nation-wide cancer genome screening programs in US (NCI-MATCH)
and UK (Lung Matrix) were invited to the SCRUM-Japan Symposium in Tokyo in July, 2016.
SCRUM-Japan organized working-level meetings with Asian researchers. Necessary infrastructures
for genome-based medicine development was investigated by interviewing Japanese and overseas
stakeholders. On the job training was applied for newly hired data managers. Collaborating
academic and industrial bioinformaticians and biostaticians were called for the database working

group to improve the SCRUM-Japan database.
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