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We collected DNA samples of patients with bipolar disorder and their parents (DNA samples were
newly obtained from ~50 trios). We have started preparation of exome libraries for further
investigation. We also have performed preliminary technical/methodological examinations for
meta- and mega-analyses of exome data of bipolar disorder patients, patients with other
neuropsychiatric disorders and control individuals. In addition, as a related project, we conducted
a comprehensive analysis of genetic variants that control alternative splicing in human brain
using a large RNA-seq dataset and identified such variants in a genome-wide manner. We
consequently demonstrated that these variants regulating alternative splicing are significantly
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enriched among genomic loci associated with various human diseases, especially with

schizophrenia (Takata et al., 2017 Nature Communications).
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