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Waai A 38% L7~ (Susaki and Ueda, Cell Chemical Biology 2016; Tainaka et al. Annu. Rev. Cell
Dev. Biol 2016),

(3£30)

In this research program, as a technology development aiming at "STREAMLINING PRIMATE
BRAIN STRUCTURURAL / FUNCTIONAL MAPPING" by applying CUBIC, we performed
experiments 1) to establish a research scheme of whole-brain neural circuit mapping of mice as a
model case, 2) to expand the scalability of CUBIC to target primate brains.

1) Whole-brain circuit mapping of mice

We first introduced a light-sheet illumination microscopy for a large sample. We then tested
conventional and modified Rabies tracing methods with CUBIC and demonstrated that 3D images of
the traced brains can be acquired using the light-sheet microscopy. We also developed a method for
automatically quantifying the number of labeled cells in each brain region of the acquired 3D image,
by registering and aligning the 3D image to an open-source brain atlas (e.g., Allen brain atlas) (Susaki
et al. Nature Protocols 2015 ; Tatsuki et al. Neuron 2016).

2) Scalability improvement of CUBIC protocol

In order to make large primate brain samples transparent to perform 3D imaging, we examined
how the scalability of CUBIC protocol can be improved. Finally, we succeeded in improving the
protocol that is faster, or with better fluorescent preservation capability than the previous protocol.
Furthermore, we performed a large-scale chemical screening and succeeded in development of the
next generation clearing reagents. We also published two review articles which summarized recent
tissue clearing and 3D imaging methods (Susaki and Ueda, Cell Chemical Biology 2016; Tainaka et
al. Annu. Rev. Cell Dev. Biol. 2016).

1. RO~ DFEE
(1) R0 - MEEF IR T S35 (EWNES 12 1, [EEGES 8 1F)
<Pk 26 4FHE >
1. Whole-Body Imaging with Single-Cell Resolution by Tissue Decolorization
Kazuki Tainaka, Shimpei I. Kubota, Takeru Q. Suyama, Etsuo A. Susaki, Dimitri Perrin,
Maki Ukai-Tadenuma, Hideki Ukai, and Hiroki R. Ueda
Cell 2014, 159: 911-924.

2. & BIAIL L CHEIZ4 5 CUBIC -G LIEA & MG IZ X 2 il
AR, A, EHERC
b2, ABERIAN 2014, 69: 24-27.

3. K To v 7 VA MBI L E ZIRTA A — > 7 DicRIR
PHR P 2E
EERES, 141 2015, 33: 33-37.

32



4. CUBIC % AT 4 5 = IR e BRAEAT
A ke, HOEH & B RO
HHLOE, AAREZHAR 2015, 47 285-291

5. WA FOREZE < —MIRMAITE] 1 MRRGEEKRES = RoA A—V 7
AR, B —&, EHBC
R T2, F5TH4E, 2015, 34: 278-282.

6. [1HMafgE 2y LT A A=Y 7
EH R, HIHR —&
HARGE S = o — A L X —45 5, HARGEES 2015, 45: 22-23

SRR 27 >

1. Involvement of Ca2*-Dependent Hyperpolarization in Sleep Duration in Mammals.

Tatsuki F, Sunagawa GA, Shi S, Susaki EA, Yukinaga H, Perrin D, Sumiyama K, Ukai-Tadenuma
M, Fuyjishima H, Ohno RI, Tone D, Ode KL, Matsumoto K, Ueda HR

Neuron 2016, 90: 70-85.

2. Whole-body and Whole-Organ Clearing and Imaging Techniques with Single-Cell Resolution:
Toward Organism-Level Systems Biology in Mammals.

Susaki EA, Ueda HR

Cell Chemical Biology 2016, 23: 137-157.

3. Mammalian Reverse Genetics without Crossing Reveals Nr3a as a Short-Sleeper Gene.
Sunagawa GA, Sumiyama K, Ukai-Tadenuma M, Perrin D, Fujishima H, Ukai H, Nishimura M,
Shi S, Ohno R, Narumi R, Shimizu Y, Tone D, Ode KL, Kuraku S, Ueda HR

Cell Reports 2016, 14: 662-6717.

4. Sleep as a biological problem: an overview of frontiers in sleep research.
Kanda T, Tsujino N, Kuramoto E, Koyama Y, Susaki EA, Chikahisa S, Funato H
The journal of physiological sciences : JPS 2016, 66: 1-13.

5. Advanced CUBIC protocols for whole-brain and whole-body clearing and imaging.
Susaki EA, Tainaka K, Perrin D, Yukinaga H, Kuno A, Ueda HR
Nature protocols 2015, 10: 1709-1727.

6. BRI Mo TBEX -\ KL ~LD v 2T A EYF
g TR, NI BiAE, BEH RO
R B4R 2016, 51: 180-183.

7.~ U AN - 2 E2EI L 1 MRS TRIEES 28T I 2 B

33



AB BRI, PN B, B &, Bl R
b2 & 8 2015, 53: 737-740.

8. MR 2 A b—t&ikiw M Z 2 IMoBEH L & MLt
SR, PNIREDAAE, EHZRC
Clin Neurosci 2015, 33: 639-642.

9. vwwf”’“ AR Z AL T & 1R T A A — 2 73 Dl
AR —
BRSO - 71//1/%%4» (Bl#3Temtt) 2015, 64: 281-284.

<SERE 28 >
1. KO-rescue ES Mouse Reveals Circadian-period Control by Quality and Quantity of CRY1

Ode KL, Ukai H, Susaki EA, Narumi R, Matsumoto K, Hara J, Koide N, Abe T, Kanemaki MT,

Kiyonari H, Ueda HR.
Molecular Cell 2017, 65, 176-190.

2. Chemical Principles in Tissue Clearing and Staining Protocols for Whole-Body Cell Profiling
Tainaka K, Kuno A, Kubota SI, Murakami T, Ueda HR.
Annual Review of Cell and Developmental Biology 2016, 32: 713-741.

3. [—HpuEis 7AT] = WROTHRR S D MR s — MRfRT D720 DA L 7 AT e —F
MEH KM, &7 TN, e B, BH RO
EZDH DA 2016 258(4): 311-316.

4. BERBRILA A= T OHR LB
H#{% WOE, PNy A, Bl R
Sy - BEPRIS - AN EL 2016 42(5): 362-368.

5. 3 LW ERREN RZIAIc LD TR~ LD =RwA A— 7
/NEF S, MR DA, BH RO
I - SEAVE 2016 59(9): 1235-1240.

(2) %4« S URID T LETBITA O « RAX —FEK

<¥EJZ 26 H-JE >
1, IR LD 2T DAY FOFEBIZ T CT-RNO TR 28R+ 5
O8A, _EHZERC. # 29 [0l H KRB/ R 22 I E S 2014 4210 H 10 H, [EWN

2. BB AL « BfbaERIC L2 —MIIRARG EEIRAL Z & A A —2 0 7 HATOB% 1
NEE, W&, AR, EEECD, 5 131 [0 B A2 AR E S, 2014 4E 10 H 1 1 H,
[EIN

34



3. AERHRRE AL - BRI KD — MG EEA I T L A A= T EIROBIYE 2 (1 SH#H)

O5E, AMRHEEE, AP &, FHRBC., 4§ 131 [0 0 AKHASEEE S, 2014410 A 11 A,
[EIN

4. Phosphorylation on p-loop and electron transfer pathway of CRY1 regulate the period of
mammalian circadian clock

M8, Koji L. Ode, Ryohei Narumi, Hiroki R. Ueda, # 87 [r] HALE(LFAS KRS, 2014410 A
18 A, [EH

5. AR EI LT CUBIC
A5E, AT —&, VARARARSFH L =82 F— AR kA A—2 v 7 Ofcdei] . 2014
#10 429 7, EN

6, Towards Cell-to-Organisms-level Systems Biology
HEA, LHRC, 221 B HARKRBAEY Y2, 2014411 H 8 H, EWN

7, RS AT NEMZEBLOT- OO 1 MR E DA A —2 0 ZTHAN (RA X —%55K)
ANAZ— WA, HHP—5. Dimitri Perrin., FHZEC., MRz 507782 7.0, 2014 4 11
H 13-14 A, EWN

8. Towards Organisms-level Systems and Synthetic Biology
[E4%. Hiroki R. Ueda, Cold Spring Harbor Asia Conferences China, 2014 4 12 A 2-5 H., [E#

9. AL~ DY AT DAEYZEOERIZTe 1T T~HER - ®EEY XAZ2ET/LE LT~
NgE, FHRC, WHPHEZS - B L7 M) =7 Af%EE, 2014412 H 19 B, EHAN

10. ERL~JL DL AT NAEWSE - 2N - 2E B LOEICR 252 L
A8, EHEBC. FH4E~—Ft v MIgES, 201541 A 22-23 A, EHWN

11. Whole body imaging with single cell resolution by the CUBIC perfusion protocol
RA % —_ Shimpei I. Kubota, Kazuki Tainaka, Takeru Q. Suyama, Etsuo A. Susaki, and Hiroki
R. Ueda, The Third Annual winter g-bio meeting Hawaii, 201542 A 19 B, [E4}

12. CUBIC: 25 MR D 7= OB RIL « miEA A —2 2 7 - T HEF
RA L — PNIFHA. & 3 [EIAEREEER O iR e sEs. 201543 H 14 B, [EN

13. EIR L)L D AT DA O ZHIZ T T—RKNO TRE ] 23 fFET 55—
MEA, EHZEC., 6 88 Bl H ASKH =2 201564 3 A 18-20 H, EWN

14. BR L~V DY AT DAEZOREIU T T—RNO THH] 2B 25—

35



O8A, EHEERC. 56 44 B B ARDIREEEIEF2HES, 201543 H 1820 H., EWN

15. CUBIC S&JfiEIC £ & Mg~ v A2y A A =20 7
MEA, APREEE, BT ZlE, MRbid, LHERC, 5 88 [al H A ZARER 2015 F
3A 18 A, [HEN

16. iR A7 2AYSFFEB A2 BIET 1 MIIEARIE D26 A A —2 7 Hily
OEA. PR HAE. EHAF—&. Dimitri Perrin, FHAZEC. 5 88 [B] 0 R FESES 2015 4 3 H
18 H., EWN

17. BHIT L A A—T 0 FHilF CUBIC
RAL— WA —&, AREET ., EHEC, 5 88 [H HAMHZAFES 201543 H 19 H,
]

18. fEIR LD v AT NAEWFEORZENZ T T—IRN O TR Z8fET 5—
M8A, EHBC., BAMESE - AHERRS, 20154 3 A 21-22 H, [HN

19. RS AT 2EMFFEBZ BT 3 W R « X v b U — 7 O HA
OEA, PHIRPAAE . BAERS « AFLERIRES, 201564E 3 H 23 H., EWN

20. Towards Organisms-level Systems Biology
M8H, Hiroki R. Ueda, International Symposium on Moleclar Clock. Kyoto, 20154 3 A 27 H.
EHN

<SERK 27 AR >
1. AN THERE]) OFfFEIZ T T T —2FEHboRICR 25 b D-
N8, EHEBC., 6 30 BIHANAGEFDFINES, 201642 A 20 H, EN

2. Towards Organisms-level Systems Biology
HEE, EHZ&RC. West BIOS 2016, 2016 42 H 13 H~18 H. [E4t

3. 2 « AMERLORIC A Z T b DO~4do T OFFOMBIC @I T~
OE, FHBC. YA AT 7 /70y 47 74—7 45, 201682 H 70, EN

4. Towards Organisms-level Systems Biology
N8, EHZC. The 3rd CiNet Conference . 2016452 A 5 H. [EWN

5. Towards Organisms-level Systems Biology
HEH, EHZ&RC. Pacifichem2015, 2015 4 12 A 14 H~21 B, [E4+

6. &8 « EEIRILDICR 2D b O—EK AT L0 TR OBFRIZ AT T—

36



OuE, EWARC. 788 - FEW SAS 784, 2015412 H 5 A, EWN

7. SNSRI OWNE RTINS & L COM B AT A
A8, EHEBC., F38EIEANSTEMFES, 12H 1 H~4 B, EN

8. &8 « EMEIbDKIZR 25 L O—ER L~ Lo TR/ OBz C—
O8A. _EHEERC. MOIMEFUNEFES 2015, 2015 411 4 29 A, [EHN

9. &M - 2HBHLDOTICTRZ DL O~EKR L)L TR ORfFEE= B L T~
O8E, EHEEBCD., (WHAMFES HEWMEFEEME -7 <), 2015411 H 16 H~18 H. [EWN

10. & - 2FFZRL S A2 T A0 — RS 2T LOE AT CT—
O5E,. FERC., Mla A 281584 8.0, 2015411 A 12 A~13 A, HN

11. &5 « 2B RIc Az 520 —HER « FEE U A L OFMEIZ A 1T T—
O§A,. FHEBC., F50F=2—atA = AFZE5. 20154510 A 31 A, [EN

12. Towards Organisms-level Systems Biology at Single-cell Resolution
M§A, EHEZC., Cold Spring Harbor Asia Conferences: Biological Rhythms, 2015 4% 10 A 26 H
~30 A, HE4+

13. Whole-body and whole-brain imaging with single-cell resolution by CUBIC
H8A, EHZRE. Society for Neuroscience, 2015 4F 10 A 16 H~26 H., [E4+

14. 28 « MBI L0 R 25 b0 —Amo THEE ] OB T —
A8A, W, %6 27 [B] Future of Radiology. 2015410 H 15 B, [EN

15. 28 « 2B LOLIZ AR5 b O~ER L XD AT DAEMFEOFEHIZ T T~
A5E, FERC., 8 ChemBio N7V v hE3IJ)—, 104 3 8., HHN

16. fEE L~ o T/ OFEfFEIZAT C—28 « 2MERILoRICR 25 b 0—
OgE, EHEERC., 5 3R AAREYIEE, 2016429 H 15 A, [EN

17. Towards System-level Understanding of Mammalian Circadian Clocks
NEA, EHRC. 7YV 7RMAEYY 7 +—7 5 2015, 20164E9 6 A~7 H, EN

18. iR L~ v THEH]) OFEfFEIZA T C—28 - 2MERIboRIc/i 25 b 0—
HEH, EHZEC. The 6th Molecular Cardiovascular Conference I1 .98 3A~5A. BN

19. fHE L~ v TR OBEIZmITC—2F « 2NGHILDOEICRZ 5 b o—
N8A, EHEBC., ICHEESEMES, 2016457 A 18 H, EW

317



20. & « BREILOEIC R Z A O—FIE L)L D AT NEWFOERIZIIT T—
MEA, EHEBC., 47 Bl ABRELESRS - S, 201647 H 8 H~9 H, EWN

21. & « 2REILOEIC R Z A O—FIE L)L D> AT NEWFOERIZIIT T—
A8A, EHEERC. 556 B HALFESS, 201546 A 26 A, EHWN

22. & « BMEBHLOEICR A2 T 52 E~KND TERE]] oz BfE L T~
O8E. FHBCO, E2RISWEEA L EZLANZAT F+—TF A, 201546 H 11 A, EN

23. 28 « B ERLORICR AT H2H0 : Ao TEEE) OBMRIZmIT T
M8A, EHRBC., ERERRFEEFFLEHER, 201546 H 5 H, [HN

24. IR L)L DV AT LEWS: « BRAEFOEZBIZHT T—RND TR Z28ET 25—
OFE. FHRBO, ¥/ L8 - BEE 7 +—F 4, 2015644 H 21 B, EN

25. IR L~V D 2T NAEMFOEBRIZEIT T
M8, EHZEC., 3 88 Bl H AN FE MRS, 2015644 A 24 H, EN

26. Systems biology of circadian clocks
N8, _EHZ#EREC, 16th IGIS Symposium, 201544 A 9 H~12 H, [E4}+

27. — KN T &P 25—
NEE, _EHRC., EFRESIAREK Expo, 2015644 A 5 B, EWN

28. 2 EHIIMEATHANIZ XD [ERL VO AT AAEYS] OERE
CE. PHIGTAE . HARSKSEAE 136 [BMFES VU R U W A TREEMIA R v b T — 27 FEPE SR i
\Z X DR OB R . 20164E3 H 29 H., [HWN

29. 2SI HINZ XD [ER L~V AT AAEYS] OERE
OOE, R, 55 93 I A AREHZERES S URI UL TRET 7 /v — T 5 MR B
DR ITCHEREfEAT . 2016 £ 3 H 22 A, EWN

30. 5 ML O MR FRAT HA O 7
OEA. MR, MRS "x 2 3§ 5 BB RSEFYES, 2016443 H 13 H, EWN

31. 2SI HNIC L D HER L~ LD 2T AEYT ) OERE
OEA, IRHA ., 55 89 [ H AR AES RO AR U T A TR O3RN 2 & 38T
WA A= 780k, 2016 23 A 9 A, EN

32. CUBIC (T & % 45 il O fE R 8l 22

38



MEA, MIRPLAE. 25 38 [Bl H Ay TAEMFSFES - 5 88 M H AELFEAREERKRE V—7v =
v T TV EYSE), 2016% 12 A 1 B, EN

AARR VL O EnE 7R B s R BUIEAT & B FE R B b Bl D B %
OEA, MIRFDLAE . BRI DOIFRIA < FRREDRARIAIZ B3 D FZEBhER S 21 [MIAFFE RS, 20156 4 7 H 4
H. EN

34. 2y Mz Bl L35 3 RIcHikA A —T v 7 - fiffr il CUBIC
O EA, MIRDLAE . 55 67 Bl B AR AEM Fa2 KE ., v AR Y T A AR OB RE D E &/ 727 HT ]
201547 A1 H., EN

35. 2y iz Bl L35 3 RocikA A —T v 7 - fiffr il CUBIC
OEA, PHEPAE, NAAA A=Y e A TH~T 4V AY— 2 a v 7 2015, 201546 H 19 H,
EWN

36. MMLBEIL L Ed A A — 2 7T L AL SRR E R O R
O8A. MIRPDAE, B EHRBETS ERERIEIFEEMEES ICD) F 7RIT7T 727 L—ya U8
WikFEERES, 201544 H 9 A, EN

37. CUBIC: Whole-organ, whole-body imaging with single-cell resolution using hydrophilic
chemical cocktails
M8A, Kazuki Tainaka, International Conference on Systems Biology of Human Disease 2015,

201547 A 8 H. [H4}+

38. CUBIC: whole-organ, whole-body imaging with single-cell resolution using chemical cocktails
M58, Tainaka K., Susaki E.A., Kubota S.I., Ueda H.R. % 38 [1] AAS AW F4E, 2015 4 12
H2R., EN

39. WALBICHB T DMERO 2 Y U F— g U O K FZR#ENT  Pharmacological analysis of
sleep consolidation mechanisms in mammals

HEH, RTHE, 55 89 Bl HAMBI 2R ES FHREMREX Y VT ETn /I 5 (FhEEy v al),
2016 23 H 9 H, EW

40. Whole body imaging with single cell resolution by tissue decolorization and lipid removal
AR A% —_ Kubota SI, Tainaka K, Suyama TQ, Susaki EA, Ueda HR, 2015 Gordon Research
Conference on Synthetic Biology. 201546 H 28 H-7 H 3 H. [E4}

41. Whole-body imaging for unbiased analysis of immune cell distribution.
M8A, Kubota SI, The 44th Annual Meeting of the Japanese Society for Immunology, 2015 4F 11
H 19 H. EWN

39



42. Whole-body imaging for unbiased analysis of cell status

AL — AOREEFE, B8, Hildg, WA, EEERC, % 22 BARFREY R

ke, 2015411 A 21 A, EWN

<SERK 28 AR >
1. fAROFEBRICIC L 2 i e R E
M8A, EHZERC., % 56 Bl H AN ZRF2, 20164F 4 A 8 H, EWN

2. & « ANBHILDOREICHRZ D b DO~ENGO TEEE | OO T~
nga, EHERC., &7 UV ANY —wiEs, 2016455 H 16 A, [EWN

3. & - 2N %M@% ﬁié%@~%ﬁ@rﬁﬁj®@%:mff~
M8, EHZRC. 117 [0l B AT S0AMEE 22l E e - e, 2016 45 H 19 B, EN

4. Whole-body/organ clearing and imaging with single-cell resolution: Toward organism-level
systems biology in mammals
M8, Hiroki R. Ueda. the NetSci Satellite Symposium, 2016 45 H 30 H. sk (fEE)

5. ZE B LHATIC L 5 1 fiafif 5 <o 25 i o £
A8, EHKBCE. TRIA 7P AZAEIF— (MR EGE - RIEO/ B A h—7), 2016 45
H31H. BN

6. 28 « 2EILOICR A TS 2 b DO~ER L~V D T AT A A A a o—DEBUImIT T

~

O8A, EHEERC. 56 43 BB ATESS 2016, 2016 7 H 1 A, EWN

7. 28« AERILORICRZ T 5D
HUE., FHEEBCL, HFEFEE 7 +—7 L 2016, 2016 47 A 16 A, EWN

8. Whole-body and Whole-organ Clearing and Imaging with Single-cell Resolution toward
Organism-level Systems Biology in Mammals

MEA, EHZEC. % 39 Bl H AR SRS, 201647 A 21 H, EN

9. Toward Organism-level Systems Biology in Mammals~Whole-body and whole-organ clearing
and imaging with single-cell resolution~
M54, Hiroki R. Ueda, LSFM2016, 201649 H 2 A, 45 (UK)

10. Toward Organism-level Systems Biology in Mammals~Whole-body and whole-organ
clearing and imaging with single-cell resolution~

A8, EHEEBC. B 13 EIBRERKRFER Y ARY 7 A, 2016 410 H 28 H. EWN

40



11. Toward Organism-level Systems Biology in Mammals~Whole-body and whole-organ

clearing and imaging with single-cell resolution~

NUE, FHEAEBC. 654 BIAAREYWHE S R L, 20164 11 H 25 B, EHN

12. EK L)L D> AT DAEYFRIZT T~ - 25 BR0IC X D afiiT o EZ5H~
Oga, _EHERC. # 39 [ A ARG EWEE, 2016412 A 1 A, HN

13. Whole-body and whole-organ clearing and imaging with single-cell resolution
M8, Hiroki R. Ueda, The Bio Systems Design 3.0 Symposium, 2017 42 H 16 H. 4+
(Singapore)

14. 28 - 2EILDORICR A TSDHD
OPE, FHEZEC. nanotech 2017, 201742 H 24 A, EWN

15. 28 « 2EHILOLICR A5 H D
Oga, EHARC, F6n BESHSES, 201743 4 2 H., EHN

16. AAHERGE LI X D EF T & A A —2 2 7 Hifff CUBIC
MEA, HAP—&, & 35 M HAWEFSFES, 2016 29 H 1 H, EN

17. Technologies toward organism-level systems biology: CUBIC-based cell-omics analysis and

next-generation mouse genetics.
M8, PHEPLAE . Max Planck Florida Institute Seminar 2017 42 H 15 H, [E4%+ (USA)

18. Comprehensive cell and cell circuit analysis of whole organ/body toward the organism-level

systems biology
RAZ— PMiHA ., SUNPOSIUM2017, 2017 4£ 2 H 13 H. [#H4+ (USA)

19. 5 MM EINIC X A KL~ LD v 2T NAEYFEOERE
O8H, MRNA, A BEKFES7 ) — BAREEBHEEMNIE 7 e 7 7 5 IGER B — - A EK
SRS ) N AT S, AWGE o H— KRl 2 —, 2016412 A 16 H. EWN

20. CUBIC: cell-omics analysis of whole organ/body toward the organism-level systems biology
A8A. IMIRHLAE . International Conference on Single Cell Research 2016, 2016 4 11 A 17 A,
5[

21. 5 ST AN L DR LD AT NAEYFOER
OEA, PHRDLAE . 55 4 [RIFAREEEMNFSE S 2016, 201649 H 9 H, EW

22. B ST AN L DR LD AT AAEYFOER

41



OFE. MIBFHAE ., AL Al 2 —2 AR T L s (B ~ILAT T IS RIFZ W ~D8E L
WA FFHH—FT A —7TF7—=0 T %I LT, 201648 H 2 A, EWN

23. {H{K AT LAEWEREBICHI 72 44 AT i
. IG5 37 [l AR - FEAESES . 201645 6 A 16 B, [EHN

24. CUBIC-X: Whole-organ cell analysis of mammalian brain with expansion chemical cocktails
RAH—_ K EiEfk, Society for Neuroscience, San Diego, 2016 4 11 H 13 H. [E4+ (USA)

25. CUBIC-Atlas: Scalable Single-cell-resolution Mouse Brain Atlas by Whole-brain Cell
Profiling
FIEA, A Bk, 5 90 (o] H ARSI RAE S 201743 3 18 H, [EHN

26. Whole-Body Imaging with Single Cell Resolution for Unbiased Analysis of Cell Status.
AR A% —_ Kubota SI, Tainaka K, Suyama TQ, Susaki EA, Ueda HR. The 5th JCA-AACR Special
Joint Conference, 2016 47 H 13-15 A, [EWHN

27. Quantiative cell profilingwith whole-organ imaging.
AR A% —_ Kubota SI, Tainaka K, Suyama TQ, Susaki EA, Ueda HR., QBiC symposium 2016,
2016 429 H 5-7 H, EW

28. Whole-organ quantitative analysis of cancer metastasis.
M8, Kubota SI, Takahashi K, Nishida J, Ehata S, Miyazono K. % 75 [a] H A2 2R 2
2016 £ 10 A 6-8 A, EN

29. Whole-organ pathology of cancer metastasis with single cell resolution.

AR A% —_ Kubota SI, Takahashi K, Nishida J, Tainaka K., Ehata S, Miyazono K., Ueda HR.
KEYSTONE SYMPOSIA Inflammation-Driven Cancer: Mechanisms to Therapy (J7). 2017 4 2
HB59R, 7AUD

30. Whole-body quantitative analysis of cancer metastasis.
M8, Kubota SI, Takahashi K, Nishida J, Ehata S, Miyazono K., Tainaka K., Ueda HR. % 90
] 0 ASEF R AES . 201743 A 15-17 B, HEN

(3) TEER & DR « Heffrdahittz ) (x4 20 A

1. B LW & RABZ T AT FE CTEZORRAZE 2 T <
FHEBC, BAEERFZSTREEHR, 2016453 A 20 H, EN

2. EMBIENALICHL 6T HD
FHZEC, Wired A.I. 2015 Tokyo Singularity Summit #1, 201549 H 29 H, EWN

42



3. RS 2T LAY FDORYE
PN . BAb R RE S — 27 L ART's EIF— 201641 H 22 H. [EN

4. =IO 7T LA 7 20— AR
FH#ZKED, NHKEF L Ao 2¥m (HE). 2015646 H 7 H

5. By MMM AN X D EE LD 2T WAYFOHER

CEE . PHIR A JASIS2016 7 A 7 A = AL ) _"— g ) — 0 iR 2016429 H 8 A,

=P

(4) FrarHifE
AL

43



