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Information of nutrient intake is very important for personal health care.
However, it is high-cost and time-consuming to estimate the nutrient intake of each
person by nutritionists. Hence, simple blood test for estimating nutrient intake is
required.

In this research, we investigated the correlation between dietary records and
omics data in the large-scale population based cohort study of Tohoku Medical
Megabank Project, in order to identify biomarkers for nutrient intake. We firstly
analyzed the correlation of the metabolome data of more than 1,000 plasma samples
to the information of nutrient intake. We found a number of metabolites are
correlated with each nutrient. In order to construct an estimation model for daily
macronutrient intake, we then performed multiple regression analyses based on the
data of about 300 kinds of metabolites and the calculated macronutrient intake data
from the dietary records of the participants. For verifying our estimation model,
we newly analyzed more than 500 plasma samples from other participants and
investigated the correlation between nutrient intake and the blood metabolites.
We are improving our estimation model based on these data.

On the other hand, we also evaluated several existing methods for investigating
long-time nutrient intake with low cost. We found that there are several problems
about these existing approaches. So, we are now developing a new method for
Iinvestigating the long-time nutrient intake in order to obtain more precise nutrient

intake data.
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