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There were 3 and 2 new cases of leprosy and Buruli ulcer, respectively, in 2016. We
organized a ‘Leprosy Training Course for Dermatologists’ in Osaka, and a total of 31
young dermatologists attended. Cote d’Ivoire is one the most affected country by leprosy
and Buruli ulcer, and we performed and evaluated school-based skin survey in detection
of both diseases in the country. Village nurses screened a total of 9,930 boys and girls in
38 primary schools, and listed 2,660 with skin symptoms/diseases. Dermatologists found
2 leprosy and 3 Buruli ulcer patients from those listed.

It is important to focus on the sequelae of the disease in leprosy management. By
defining a new measurement method of maxillary atrophy on head CT (SA-P/MA-P), we
found that leprosy patients showed lower SA-P/MA-P (0.52+0.07) than those of controls

(0.57+0.02). Some LL cases showed SA-P/MA-P lower than 0.5. This measurement will
aid in calculating the bone thickness for the reconstruction of maxilla.

Fluoroquinolone (FQ) is the key and the first choice drug in leprosy and tuberculosis
treatment. We developed a novel method which utilized recombinant Mycobacterium smegmatis to
examine gyrBA mutations responsible for FQ resistance. We determined MICs of 5 FQs for 18 gyr4
mutants and 9 gyrB mutants, and found that sitafloxacin was the most efficacious of FQs tested in
terms of concentration.

A comprehensive picture of Mycobacteria leprae (M. leprae)-modulated host gene expression
profile was obtained through Human Whole Genome DNA microarray analysis. Further data mining
indicated that peroxisome proliferator-activated receptors (PPAR) signaling pathway which is closely
related to innate immune response and lipid metabolism was activated in infected host THP-1 cells. In
vitro, both gene expression and protein expression of PPAR-y and PPAR-6 were induced by M. leprae
in a dose-dependent manner, as demonstrated by real-time PCR and Western blotting. Furthermore,
immunofluorescence staining revealed nuclear translocalization of PPAR-y and PPAR-& after
infection by M. leprae. At the same time, the lipids accumulated in THP-1 cells after infection was
extracted by Bligh-Dyer method and analyzed through TLC and LC/MS/MS. The results showed that
triacylglycerol (TGA) was the major lipid component produced and accumulated in M.
leprae-infected host cells. GPAT3, one of PPAR-y signaling pathway downstream molecules which
participates in the de novo biosynthesis of TGA, was induced after M. /eprae infection. These results
together suggest that M. leprae induces a lipid-enriched host environment that favors its intracellular
survival through activation of PPAR-y and PPAR-6
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