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Shibayama and colleagues analyzed carbapenem resistance genes of gram negative bacteria
isolated from Japanese hospitals. Enterobacter cloacae was predominant, followed by Klebsiella
pneumoniae and Escherichia coli among carbapenem resistant Enterobacteriaceae (CRE) isolates.
The characteristics of resistance genes and plasmids were region—specific. Genome analyses of
carbapenem resistant Acinetobacter baumannii suggested that the carbapenem resistance gene was
disseminated among Southeast Asian countries and possibly imported to Japan. CRE was more
frequently isolated in Vietnam and Thailand. Comparison of draft genome sequences of Vietnamese
CRE isolates suggested that the carbapenem resistance genes blawyw-ior blagc were carried by
plasmid and spread among hospitals in Hanoi. Carbapenem resistant K. pneumoniae isolates
collected in Thailand by Osaka University also carried region—specific resistance genes, which
were endemic among Southeast Asian countries. Quality assurance is one of the key parts of
laboratory capacity. Nation—wide quality assurance program was developed in collaboration with
Japanese Society for Clinical Microbiology. Japanese national surveillance program of
antimicrobial resistance was updated and opened to Asian countries. For now Indonesia, Vietnam
and Mongolia are interested in introducing the system. Emergence and spread of antimicrobial
resistance is largely influenced by antimicrobial use. Sales volume of antimicrobials was
investigated. In Japan, macrolides are the biggest sellers, followed by cepharosporins and
fluoroquinolones, which may reflect current state of antimicrobial resistance in Japan.

Arakawa and colleagues revealed that multidrug resistant A. baumannii international epidemic
clone is less susceptible to disinfectants, leading to its dissemination among clinical settings.
E. coli strains of human and accompanying animals shared common plasmid carrying ESBL genes
Cefotaxime resistance gene was identified in Salmonella.

Kirikae and colleagues collected 299 multidrug resistant Pseudomonas aeruginosa in Japan.
Compared to the clinical isolates collected in 2015, the number of the IMP producers decreased
whereas that of the AAC(6° )-Ib producers increased for 2016.

Tomita and colleagues investigated vancomycin resistant Enterococci (VRE). It was revealed
that Japanese VanN VRE isolates were clonally related. Mechanism of regulation of VanB gene
expression was explored. Multiplex PCR method to detect clinically important VRE was developed.

Sugai and colleagues collected CRE from west part of Japan. A new multiplex PCR method to detect
clinically important Enterobacteriaceae carrying ESBL or carbapenemase genes was developed.

Suzuki and colleagues explored stratification of data of Japan Nosocomial Infections
Surveillance (JANIS). The number of bed could be an indicator to be used. Survey was performed
properly in most hospitals, but the feedback reports sent from JANIS were not utilized
effectively.

Shinomiya and colleagues developed a new method to detect and discriminate CPE and ESBL
producers.

Fujimoto and colleagues developed Regional Infection Control Support System (RICSS). RICSS
supports regional infection control networks which are supported by Health Care Insurance System
of Japan. The system was finally successfully implemented and after the new fiscal year started,

the system stared to work as entrusted undertaking of Ministry of Health, Labour and Welfare



of Japan at National Center for Global Health and Medicine (Tokyo, Japan).
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Tanihara S, Suzuki S. Estimation of the incidence of MRSA patients: evaluation of a
surveillance system using health insurance claim data.Epidemiol. Infect. 2016
144(11):2260-7
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I BRDOIE~DFEEK
(1) =58 - HEEF BT omx—% (EWNEE ofk, EESE 310

1. Tada T, Shrestha S, Shimada K, Ohara H, Sherchand JB, Pokhrel BM, Kirikae T: PER-8, a
Novel Extended-Spectrum B-Lactamase PER Variant, from an Acinetobacter baumannii
Clinical Isolate in Nepal. Antimicrob Agents Chemother. 2017 Feb 23;61(3). pii: e02300-16.

2. Tada T, Nhung PH, Miyoshi-Akiyama T, Shimada K, Tsuchiya M, Phuong DM, Anh NQ,
Ohmagari N, Kirikae T: Multidrug-Resistant Sequence Type 235 Pseudomonas aeruginosa
Clinical Isolates Producing IMP-26 with Increased Carbapenem-Hydrolyzing Activities in
Vietnam. Antimicrob Agents Chemother. 2016 Oct 21;60(11):6853-6858

3. Tada T, Miyoshi-Akiyama T, Shimada K, Shiroma A, Nakano K, Teruya K, Satou K, Hirano
T, Shimojima M, Kirikae T: A Carbapenem-Resistant Pseudomonas aeruginosa Isolate
Harboring Two Copies of blammp-32 Encoding a Metallo-8-Lactamase. PLoS One. 2016 Apr
7:11(4):e0149385

(2) 2« D URVT LB ZBITAOE - RAX —5%E
*%&L

(3) THEHRE OB « S ifith ) (2xd 2000 fiA
YL

(4) FrarHiRa
YL
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and study on screening methods

IR Y (HAGE) &H BT
File &k K4 @ (3% 3E) Hiroshima University Graduate School of Biomedical&Health Sciences

Professor Motoyuki Sugai
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II. FBROME (RIEHERE)

A.

P8 B ARIZIT D T )3~ — B REA NG N A BRI O fgbT

1) P9 B ARIZ IS T 2 HEA MG PN A B R R DI SR

JRE RIS 1T D R DINEE IR KT & ERE 2 A9 5 il 2 361 2 iR O Zmaid & 7 —
HR—= 246 %AT 9 1212, RINO EZRBIEUHRT 20 figk & MR RA o % — 1 figk L Y ESBL &
PR, MRSA ZINEE LIRTT - BEEL 7=,

ii) W SN2 5 ESBL fRA R OFRAE

INAE &AL HERRIZ DU T ESBL AR AR ILIZ DUV T CTX-M-1, CTX-M-2, CTX-M-8, CTX-M-9. TEM, SHV
DR AR 7T A ~— % T PCR {EIZTIT o 7o, blang BUEESR OLRARBUZ DU T blaw D3 H
A[RE7R 7 T A ~—Z AV T PCR {EIZTHTV N, PCRICT IMP BMERRIC % L, ARMS-PCR ¥ (Kayama S et
al. 2012, J Microbiol Methods 88:182-184) % FAVNT blanps & blawws 28] L7,

iii) WUEESNIZEICE T 2 blalMP BUEESE O RARILO A

iv)  blawMBERZRAET 57T A I RO FRFED AT

blawp-s ZTRA T 2 & EON D EHRICH LT, IR —F o —MiSeq Z AW TS/ LR
EZAT Tz, ZHIC K> THRONTEST —F 2 AT, WRERE, MLST, FEAIMEES T O %r
. 7T A ROESIENT 21T > 7=,

pKPT6 DESUMMT Ot R, CTXM-2 AR THIDIC, @V TR LT WA H 5 2 L3 oho
77

BTSNz 2 8R0D IMP-6 FEAE A KL E AS TPM, MEPM i (252 M 27~ L. CLST JE¥EdD 5\ 3K
JUEEENTIIZIW TS CRE LHETE NI &R LN ST,

B. %7 L ARUEAIHEE O SR AL B 5 B

blamp-1, blamvr-s, blanvp-sa 3R EEACA E 1 OB W Z R T NBEFEM TR DR EN 2 R,
FIo—_A T RITBIT D5 THETFNT O T2 OIIIER, blame O EEELS 2 P8 L7z T X
b lpholz, ZZTARMS-PCRIEZFIH L T3EFEEZ~NLTF 7L v 7 APCRICE > THBIT S
£%2BA% L7= (J. Microbiol. Methods in press 2017),

BIHE () L HEFETHNAAR R~ —PEEHRF Y S a5 LT,

BUE, MRS T ST 5 458 4 B Bl R E AR MR EE 2 VT, AT L
AT Ty 7SR IR O FEA 2 LA T OFFE A2 iV TIT o 72,

Microscan (Beckman Coulter)

RATSUS (H 7k #d3%)

BD 7 ==+ 27 A (Becton Dickinson)

DPS-MIC192 (eAfb2%)

TA40 MIC—i CHeAFLZ)

VITEK2 7 /L— (SYSMEX bioMerieux)

KB 7 ¢ A2 (AL

Delftia acidovorans & V) 538 & 4v7= blaIMP-34 {/H 7 7 A X R OfEHT

KIGE LR L 0 77 2 3 R&248EL. S1 Nuclease % Fi\ 7= PFGE \Z CRESE, R —4
> —MiSeq (& THERH| OfFFEAATV, ENIEGYENFEFTR IR T ) LT FEt o & — TR S
172 Global Plasmidome Analyzing Tool (GPAT) %MW CHMTA#1T-7-, TDOREHR, 77 2 FiX
#9 42kb T, blawpsi. blaow-like, aac(6’)Ib—cr A 7 7w & LT, ZTNLSIMNT blaoy 110 &
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BAEHLTWAZ ERALNE 25T, blags0-1ike BIE TPEWIEL OXA-10 L HbBE LT, 2 7 3 JRR
ROFHDOB-F 7 2~—FTHDHZ LML, 0XA-454 L4 fH1T7-, 77 A3 RHEED contig IE
TR BN TE Y, BfE gap close 17> T\ 5,

D. Acinetobacter baumanii 7> b 53 # V72 blaces24 A 77 A X R OfifT
blags-24 VX blanp-1. aminoglycoside (6)° —MN-acetyltransferase Binf& &bl A T ki
FELTWAZERHLNISNTE, ZOF T A NI~ b — 7 Tl Silz Acinetobacter
pittii AP_882 BKRA T2 DD 7T X I N pNDM-1 & pOXA-58 23@lE L72BlH T D Z &35
MTlpolz, 7T AI FHEK contig (X 10 HTH Y, BfE, 7/ AT Tzl THY—/ = 2%
1T> T\ 5,

E. Escherichia coli £V /3B Siv7z blaNDM-1 77 A X K OfiFHT

pNDM-HUO1 % 163,753 bp ® IncA/C 77 A R Th o7z, [ L < NDM-1 [t IncA/IC 77 A 2
RTH DMHERRIEE 77 A2 F pNDM-1_Dok01 & btlg L7-fER, 77 A2 3 ReROHE &I
FIPEDRE 2> 7225, pNDM-HUO1 @ NDM-1 @ 31213 ISCRI Aff A Zi Tk v, NDM-1 &4 D
FRMPEIFARWNZ E 23 U7z, F72. pNDM-1_Dok01 %, NDM-1 2% IS903 \ZfkFENlma KR v
R T AR TS TSN, pNDM-HUOL (£ IS903 =D & D %A L TWRWTZ ERNgho
7z ZOfZ, pNDM-HUOL (34 7 7 mrZifff L, £DOA T 7 ny B3 77 B U
MELT arr-2, 77T 57 = =3 —)LifEEs T emlA, OXA-10 BRE{s T, aadA ZIRAET 52 &
Woyinoic, ¥z, JRE NDM-1 #RIZRIGE ST648 72 - 7728, M=K NDM-1 BRIZ K ST38
ThHhdIEnb, WROBRIZRRD Z ENghoTz,

III. R DI~ DFEF
(1) %5 - HEEEIIR T 25— % (ENGE . [EERES )

1. Shizuo Kayama, Hiroki Ohge, Motoyuki Sugai. Rapid discrimination of blamp-1, blammpe-6 and
blamnp-34 using a multiplex PCR. Journal of Microbiol. Methods. 135: 8-10, 2017.

2. Norimitsu Shimada, Shizuo Kayama, Norifumi Shigemoto, Junzo Hisatsune, Ryuichi
Kuwahara, Hisaaki Nishio, Katsutoshi Yamasaki, Yasunao Wada, Taijiro Sueda, Hiroki
Ohge, Motoyuki Sugai. Complete nucleotide sequence of pKOI-34, an IncL/M plasmid
carrying blaIMP-34 in Klebsiella oxytoca isolated in Japan. Antimicrob. Agents Chemother.
60:3156-3162, 2016.

(2) F& - Y URVYLFIIBIT L0 - KA 3K

1 BEILEES, REFEKN, AMEIE=, (LR, BEK, RUELE KEBLH, B
AcinetobacterDMrA T HGES-247"7 A I ROFENT. 559 1 [8] H AEYUE LR « FITRHS
5 Bl A AL P RIE PR TFINES AR, 2017/04/06, [EA.

2. EHIEAT. WBANSELIAENEAMER O QBRI & ENOBIR. 59 1A A ARYIEZLEDR
& RS 6 5 RIAAMEERIEFRTINES ARYE YU ARY T A, 2017/04/06, [EA.
3. EHEAT. BENEYBEM A OE NS TORH. —BRFEENEAN B ARG TS M SR 2 8 4R

B PNl SR A 3. 2017/01/12, [E.
4. VERERME, (EBFEPE, IRGER, BEILSES, EIHET. 5 EEO NN AR —BRE R A REIC

BT H~LT 7Ly 7 APCRIEORFE. & 2 88l H ARRRMAM Faa - FilTdE2. 2017/01/20,
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[N

5. HSFIMCT, BELEED, Biedl, /NEFPSR—, SRR, Bladh, SHEE, RIFEREZ, BRI,
KREZEE, BHET. blawslfB AT VAR CPEIZ L - TR IRV & 72 o 1= 3EKIRSE M B Bl
ORIEA (TR SRANESZ M B BRI E =X blaw« A AT VAR CPE ZIELBRIETE 50 56
2 8 1Al A AR A i s - fdES. 2017/01/20, [EW.

6. RMEAL, /NEFSF—, ARGHRET, B, WiimdEr, RREE, BARE BILEES, Mk,
BHET, KREBZEE. WA~ —BEAGNMERHE 30T 2 BHE o e, 5 2 9 [\ A
AIVEHEGE 723, 2016/11/30, EN

7. BEILEES, HFMT, SRS, BRI, SR, B LA, RS SE 7, IR, /NSRRI
ik, REZE, BT, ¥ HAROREZR I HINSE S7e blawo A AT VAR CPE BMRAET 2
77 A ROWESENT. 25 8 6 8] B ARYYEF2VE H ARG S FMES 555 9 [0 B ARYYEF=
ARG 2P E S 55 6 4 18] H AR LA TS PE B ARG, 2016/11/24, EHN.

8. MMHDEE, FFEFE—, BLEES, B KT KBRS BSBL EAEY—XA T2 (5 TH
) . 258 6Bl A ARYYEFRVE A 2R S 55 9 A A ARYWE 2 A AT &5 i

2 6 48] AL TE B ARG S, 2016/11/24, [EN.

9. HSFIRT, FILEES, AMEIE=, SENET, KEMZET, NBF—, MRRE, KERE '
HFEAT. REREZRS & DR 2 — O A AK 05 4yEfE S iz 27 0 A% CPE O
HRRILE 2 OR. 25 8 6 [8] A ARYYE P21 A A S FIR%ES 55 9 [0 A ARYEFS T AR
MRS 556 4RI A AL RIEFRTE A ASHRE, 2016/11/24, [EN.

10. REFEHXR, BELEES, AMEIE=, $oREAN, (LB, BEK, RUESE, KELZE, BHET.
LA EAcinetobacter baumanniiHDMEA 3 2 B VSRR~ —BCES-24DfENT. %5 8 6 7] H AJK
UuiE P vl B ARG SRS 555 9 Bl A ABYYE F2 B ARG &7 E S 55 6 4 [BIH ARk
FIEF AT AARSH /R4S, 2016/11/24, [EN.

1. B EMAE T, AHEIE=, KEBEEE, &HET. WA RICEBIT 5 RS ERYE H 3K Staphylococcus
aureusD 4y 1%, %5 8 6 [Bl A ARKYUE P2V A AR 7 2 4ii4E S 555 9 [0 A ARYYE S A A
MRS 556 4 Bl A AL RIEFRTE A ASHRE, 2016/11/24, [E.

12, BHIAT. Bric et ORpR. fAEMAEDEINH#ESS 3 7 RIS BEH#RE. 2016/07/21,
[N

13. BEILEED, FJRME—, BEAREL, NEFSF—, B, KRELE, BHET. EHARZBNTHD
THBES T blap 28 75 A X K pNDM-HUO1 OfEMT. 45 6 4 [A] H A b RIE R SR E,
2016/06/09, [EN.

14, RRHEE, /NEFSF—, ARGHRETF, R, TR, RREE, BAREL, FILEEE, MRk,

BHEAT, REBELEE. IR~ —BEAGNMERHERTIZI1T 5 Carba NP test DF FME.
%56 48 A A LA, 2016/06/09, [EIN.
HSFIT, BEILERS, ASFaGE, WRIREE, KGmET, NEFSE—, BRIk, RELE, Bk
FAT. BRREE X —ICTCRE AV U —=V T hRmiLiz A7 VAR CPE OfENT. 556 48] A AL
SRR AR S, 2016/06/09, [EN.

(3) THEREORY - Hfiktahitta] (x4 5 H00 fHA

(4) Feartia
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WFZERRAJETH 4 &

ATl ek K4

of Medicine

SO TR L I

gy HOBF %R

B 2 3k & 4

WHFERASE S A

e el K4

(HAHE) IR, H s BRFRERESRIAR 2%
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II. FBROME (RIEHERE)
WHFERHRE MRS« _ ESIESYENTIEAT - MRS 58 - SRILAE S ORIENI iS22 M,

I BRDOIE~DFEEK
(1) %58 - HEEEF BT o5 (EWNEE ok, EESGS 4 %)

1. Kawamura K, Sugawara T, Matsuo N, Hayashi K, Norizuki C, Tamai K, Kondo T,
Arakawa Y. Spread of CTX-type extended-spectrum p-lactamase-producing
Escherichia coli isolates of epidemic clone B2-025-ST'131 among dogs and cats in Japan.
Microb Drug Resist. 2017 Apr 5. doi: 10.1089/mdr.2016.0246.

2. Hayashi M, Kawamura K, Matsui M, Suzuki M, Suzuki S, Shibayama K, Arakawa Y.
Reduction in chlorhexidine efficacy against multi-drug-resistant Acinetobacter
baumannii international clone II. J Hosp Infect. 2017 Mar;95(3):318-323.

3. Inaba M, Matsuda N, Banno H, Jin W, Wachino JI, Yamada K, Kimura K, Arakawa Y.
In vitro reduction of antibacterial activity of tigecycline against multidrug-resistant
Acinetobacter baumannii with host stress hormone norepinephrine. Int J Antimicrob
Agents. 2016 Dec;48(6):680-689.

4. Saito S, Koori Y, Ohsaki Y, Osaka S, Oana K, Nagano Y, Arakawa Y, Nagano N.
Third-generation cephalosporin-resistant non-typhoidal Salmonella isolated from

human feces in Japan. Jpn J Infect Dis. 2016 Aug 31.

(2) %2 VURVULEICRBITDHI - RAX —FE

1. /hEvan=—%FR LIKELED PRGBS O, AR X —%3, WL, AF=EF, H
R, BIERHISL, BHEE. @A, IWHERT B SUEE, e, 5 90 [\l A
AMEFERS, 2017/8/19-21, G, EHWN

2. ARVARILVEANTLDEAHIMMET R b Z—=NU~ =T 2F 7Y A 7 ) OFEE
PRI TR, WA X —F8FR, MREEEN, IAHEZ, WL, & hF, MEEH—, KFEHE,
s)EH. %90 Bl A AME B E, 2017/8/19-21, e, EAN (RAZ—RBREZZH)

3. Novel Insertion in Penicillin-Binding-Protein 3 of Carbapenem-Resistant Haemophilus
influenzae, ARAZ—3¢F, L —Hf, ARF=EF]. REoLMW, S0&, B —, R,
%590 [A] B A Fafe 2y, 2017/3/19-21, e, EAN

(3) MHERE DR - Bkttt [oxbd 2800 #A
1. Rtz

(4) FrarHifE
S RN R NPV
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ArlE &%hk K4 . (3% FE) National Institute of Infectious Diseases (NIID) Bacteria II, Chief,
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B ¥ 3 4 (P& §B) Analyses and development of new technologies for rapid detection of
new type VRE.

WFZERRSE S A (AARGE) BERRFRFPLIETRUER Bdz EHIRN
e &Ek K4 : (3% #E) Gunma University Graduate School of Medicine, Professor, Tomita

Haruyoshi

I FROBME (RIEHERE)
WFIERASE KA« [ESLREGYENTTERT MR — ¥,

palsy

P, SRILEL  RiEpstas 2 2,

@O #r#l VanN % VRE OfE#T
RN B FETH 28D VanN B VRE NENT OGBS N2 L6 2 Offr 24772 5 72,
VanN & VRE (334 7% 2011 2L L2 ENERRN O 0B L. 2 & Tl IZIEINRER
WD oBESIL TS, ZHvE Tl L7z VanN % VRE (E. faecium) #2250 T PFGE fi##t
EiTolo b 2 A, —HERE, 2 THEO PFGE ¥ —2 %R L, < I3F—HkTHDHZ &0
IRENT,

@ KM VanB 5 VRE OfEMT
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[N D R > B 53 B S ALT AR % VanB Y VRE #% (MIC i) Z U4 U fiftr 21772 > 7=,
BRR D BERR O TR TRIARE L, ZNODBFE—OEFEZFORTH DL Z L ZH LN L,
FIMMERAR TN 7T 2 R EICHET 5 2 & B L OMREMPECBE D D MG s 7P ORI
DWTH BN LTz, £ OMRPERENTHHERT 2 2 & BIOZOERHKROZ
(2 VanS Bin T OERNBE G T 52 L EHLNT LI,

@ VanD % VRE DOfEtf

[E N OB D BAYEES - Fi 72 VanD . VRE O 21772 -7, VanD B 1133k 2 23
DIATZH#E Uiz pMG1 BUEBEESEARENE T 7 A I RNICHFE L Cne, F723 R Eo ddl
IR TICRREREZRD D Z LG, 77 A K EO VanD B O G E NV a~ A o UittEEs 1
DIEFERICRBE L TWA Z ERHESNT,

£-Ff Van ! VRE # HVE OB

% VRE B 2 Gl o IERE IS HIBI], BT 2720 OREE, H50Idmtiko L LT, < LT
7Ly 7 APCRIEDBF AR E1T o 7o, FRCERR CRIBE L 72 B @Y a~ 4 2 UiitER VRE
MEtGEIcmE., RETHZOD~LF 7Ly 7 A PCRIEOHEEZITR- T,

ITII. RO/ ~DFEE

(1)

1.

2.

3.

FREE - HEEEICR T ST (EWNEE 2 fF, [EFREE 1)

Kurushima J, Ike Y, Tomita H. Partial Diversity Generates Effector Immunity Specificity of

the Bac41-Like Bacteriocins of Enterococcus faecalis Clinical Strains. Journal of Bacteriology.

2016, 198, 2379-2390.

EHIGN . AL — ARBE, THEERET. BNEE. SNra~o S UmEERE (VRE) .

KAMEFEFHO LD OHFT LI F—ERE (BHEXT). 2016, 108-121.
http://yakutai.dept.med.gunma-u.ac.jp/project/5th_KyouikuSeminar.pdf|

HHIEY7. HAMIER O®hE & 4R, Mebio. 2016, 33, 47-60.

(2) %2« YURTYLFIEIT D00 « RAZ—HE

1.

MBEKE O VanB BNy o< o O UMEICBI T 20098, R A X — WARIE. AE S, TPk
. AARL—, EEIRY. 5 10 BHIE A Fam vy U A 2016/8/1, [EHN.

Enterococcus faecalis 77 A X RiZa— RELH37 7 U A Bacdl OSARM & 5o Fr k.
WAL — AEEHE, EHEEE. H 10 BEMETEFae vy A0 2016/8/1, EHA.

VanB BN o~ o o UM R T REZRFE L2\~ o o B MERGER B 12 BE 5 2 AFZE.
WAL — WA, B, ARBBE, AL —, BHEIG. F 90 [HI A AHE TS HhE
2016/3/20, [EM.

(3) TEER & DR « Heffrdahittz ) (x4 20 A

(4) HrHiRgR
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II. FBROME (RIEHERE)

W58

PR« ENIRYYENTFERT - MIBEE 8 - SRR MR 2 2,

ITI. RO/~ DFEE

(1)

1.

(2) %
1.

TR - MESEICRT D% (ENEE 14 EEEE 0fF)

B OEM, e A, ALEFF]. TR LS —3 LORRRM BN & 2B U 72 B R SRR B
— 7 7 ¥ ~—¥pEA Escherichia coli  J. O Klebsiella pneumoniae MM#A 4% blaCTX-M 74
BNCBET 2B, B ARYYIE FHERE, 2016, 90, 305-309.

2 VRV U LFEITBIT D O RAX —RE

IR D BH D DBt S LTz~ =2 U YRS BREETRR O i 5 2 b OSEAN R AR 122 T

A, FEEAER, IIaer. Abrfed, kb 8 UERA, % 69 (8l B AR P PE - UE
K EBKes>. 2016/10/15, [EN

gk TS GES-24 8- 7 4 ~—VREARKE R T T XX FOF ) LERMENT. 1
SH, LA, RAJPEE, SnREAN, ST DUETEA . 5 28 B B RERRIAE Y 7 71l
£, 2017/1/21, EN

Bk CoBf S iz WV s r~w—1 GES-24 FEABBEMM KT T 23 RO S ) LERIR
Bro AEA, IIEcr. RJEEE, SRR, SRILEE. BHE B UEFA, % 91 A ARYYE
FRETES, 2017/4/7, EN

(3) TEERE DR « Hffrdahittz ) (x4 200 A

1.

INBRIE AN 31T AR AEBREF SR ORENZ SN T (RIFERIEONREEZ Ste) . UETEA, H2E
2% 2016/6/23. EHN

(4) FrarHiRE
AL
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II. FBROME (RIEHERE)

FEPAFREMERE « _ ESLEIERTIEAT - MRS 2 ¥ SRILAEE MRS ms 2 2 M,

ITI. RO/~ DFEE

(1)

(2) %

1.

FEE  MEEEICB T 5 (EWNGE . ERSRE )
(72L)
c VUURT T LEIBIT A O - R AKX —FER

@ T%@ﬂﬁfﬁm%%ﬁyxTA(RICSS)ff%iFEk%@%fﬁ\ RAK— 75 [B| B ARARM A
DR, AR, HIIERT, A RREHE, 2016/10/27, [EN
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