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We conducted research activities with applications in developing new biologicals for treatment and
diagnosis in collaboration with the Research Institute for Tropical Medicine (RITM) in the
Philippines. In particular, clinical and epidemiological studies are being implemented to obtain high
quality evidences that can contribute to establishing new control measures against infectious
diseases both in Japan and the Philippines. The following collaborative studies have been done in
this fiscal year.

1. Molecular epidemiology of enteric viruses for elucidation of antigenicity and transmission
mechanism, and development of diagnostic system: A total of 386 of diarrhea episodes were
recorded since the beginning of the community cohort study. The positive prevalence of norovirus
genogroup(G)II was the highest among four viral pathogens (norovirus GI, norovirus GII,
sapovirus, rotavirus). Norovirus GII was more frequently detected among infants (<1 y.0.), while
rotavirus and sapovirus were detected more frequently in children 1 y.o. and 2-3 y.o., respectively.
In addition, the positivity of norovirus and sapovirus detected in family members was
significantly associated with those in child cohorts.

2. Clinical and epidemiological studies of childhood pneumonia, and development of biologicals for
treatment and diagnosis: Nasopharyngeal swabs were collected from 820 of the cohort children
from Jul 2016 to Mar 2017. Respiratory Syncytial Virus (RSV) was detected from 66 samples
between Sep 2016 and Feb 2017, and both subgroup A and subgroup B were circulated during that
period. There were four children who had repeated infection of RSV subgroup B genotype BA9,
from 2014 to 2016. The unique amino acid differences on F gene were identified for all four
children between samples collected from the initial infection and repeated infection.

3. Molecular epidemiology of mosquito-transmitted infectious diseases: The monitoring of

circulating genotypes of dengue virus (DENV) in Tarlac province was continued. All DENV
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serotypes 1-4 were detected in Tarlac. Zika virus was detected from a urine sample of one case,
which was collected in October 2015. It was suggested that Zika virus has already spread to all
over the Philippines even before the reported outbreak in 2016.

4. Molecular epidemiology of antimicrobial-resistant bacteria and development of rapid diagnostic
system: The drainage water from five hospitals in the Philippines were collected.
Carbapenemase-producing bacteria (NDM;28, KPC;4, VIM;2 and OXA;1), and extended Spectrum
B-Lactamase (ESBL) producing gram negative bacilli (CTX-M;4, GES; 3) were isolated.

5. Establishment of a research base: Workshops on writing scientific manuscripts were conducted
and supports to prepare presentations for scientific meetings and research forum were provided to
train young researchers in RITM. Trainings of undergraduate students from Tohoku University
and medical residents from Sendai Medical Center were provided to teach infectious diseases and
clinical treatment and to experience the importance of infectious disease control in the tropical
country. Scientific Coordinating Committee Meeting, Data Presentation and Consultative
Meeting, and Annual Research Forum were held to share information of the result of our projects

and enhance the partnerships among relevant organizations.
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