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As a result of FY2016, the second year of this research project, various preparations for sample collection and
analysis have progressed steadily. First, related to the whole research, following the RITM (Philippines), Nagasaki
University, NEKKEN (Japan) applied for research plan to the ethics committee and which was approved. Since this
approval is based on the current research plan, it is necessary to ask an ethics review again when the plan is updated
or changed. In addition, the preparation of Nagasaki University - RITM joint laboratory, which will be the base of
sample collection and experiment, also progressed. RITM are preparing laboratory in Provincial Health Office (PHO)
on Palawan Island, Nagasaki University prepared and shipped equipment.

Our scopes in the study, 1. Polymorphism analysis of malaria vaccine candidate antigens including TAM, 2.
Establishment of an ex vivo experimental system to examine the antigen-specific immune response, 3. Development
of research collaboration network, also progressed as described below.

1. Polymorphism analysis of malaria vaccine candidate antigens including TAM: For the genetic analysis of malaria
antigen and host factors such as HLA by Next Generation Sequencing (NGS), the experimental conditions such as
PCR primers for each gene were optimized. In order to optimize the analytical method of data obtained by the
sequencing, we examined the systems with research group of Tokyo Medical and Dental University Medical Research
Institute and sent a PhD student to acquire enough technique and knowledge for the analysis. Using these setting
conditions, we will analyze blood DNA samples of malaria patients in Palawan Island already stored in RITM. By
this analysis, it will be verified that the settings are appropriate.

2. Establishment of an ex vivo experimental system to examine the antigen-specific immune response: Purification
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method for malaria antigen such as TAM recombinant proteins in soluble condition which was difficult to see until
now, were confirmed. As a result, a sufficient amount of purified soluble antigen proteins prepared for future
experiments. Following this, ELISA and ELISPOT, using recombinant antigen proteins, experimental condition were
optimized.

3. Development of research collaboration network: During the period, we have been continuously contacted by e-
mail or Skype, especially in February and March 2017, frequent exchange of opinions and training by visiting were
done. In February, Nagasaki University visited DSMRC (Myanmar) and discussed about our collaboration in the
joint meeting. Also, regarding the MOU between us that took time, this visit led us to the agreement afterwards. In
March, each representative from Nagasaki University and RITM visited a Palawan Island, and confirmed the current
status of preparations for the joint laboratory and discussed how to utilize it. In the following week, the research
group of RITM received training on ELISA, ELISPOT and NGS in Nagasaki University. We also organized meetings
in accordance with their stay and exchanged opinions on the preparations in each institute and future plan on sample
collection.

Careful preparation of various setting in these two years will bring us to the experiments and analysis with patient

sample, like NGS analysis using existing samples, in FY2017.
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