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In this project, we analyze chromosomally-transferred antimicrobial resistant (AMR) genes
in isolates obtained from asymptomatic health individuals and clinics in Japan, Vietnam and
Indonesia by conventional molecular microbiological methods and establishing new protocol(s) for the
chromosomally-transferred AMR genes. Especially, this project works to explain roles of the
chromosomally-transferred AMR genes in distribution of AMR bacteria internationally.

This year period, Japanese researchers visited to the Airlangga University, Indonesia in
August, 2016 and January, 2017 for research communication and November, 2016 for a kick-off

meeting for this international collaboration.

Research activities in this project are summarized as follows.



i) Establishing new protocol for detection of the chromosomally-transferred AMR genes

We are establishing new detection protocol(s) for the chromosomally-transferred AMR genes
by PCR and other gene amplification methods combined with the next generation sequencing with
already established AMR bacteria. In the following budgetary year, this methods is evaluated

precisely by the next generation sequencer.

ii) Prevalence of the chromosomally-transferred AMR genes in AMR bacteria obtained from clinics in
Japan, Vietnam and Indonesia.

By using already isolated clinical isolated from a Japanese hospital, prevalence of the
chromosomally-transferred AMR gene, i.e. blactx-M, was evaluated. Consequently, 22 of 81 examined
Escherichia coli isolates-producing extended spectrum B-lactamase (ESBL) possessed the
chromosomally-transferred blactx-m. Certain E. coli isolates which possessed the chromosomally-
transferred blacrx-m in the same chromosomal inserted region were detected approximately for one
year in a hospital in Japan. For further analysis, researchers in this project is communicating with
Vietnamese clinic for obtaining AMR bacteria in Vietnam. Meanwhile, already 307 uropathogenic E.
coliisolates-producing ESBL have been collected from patients of the Dr. Soetomo Hospital, Surabaya,

Indonesia. These isolates are subjected to the analysis.

iii) Prevalence of the chromosomally-transferred AMR genes in AMR bacteria obtained from
community in Japan, Vietnam and Indonesia.

For collecting sample from community in Japan, a research proposal has been approved by
the ethics committee in the University of the Ryukyus. In addition, another research proposals are
prepared and to be submitted to the ethics committees in the Kobe University and the Airlangga

University for collecting sample from Indonesian community.
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