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Following 5 US members were invited to attend and speak on certain topics during the 64tk
Annual Meeting of the Japanese Society for Virology, which was held in Sapporo from 23 to 25
October 2016. They were funded by AMED. Richard Kuhn (Purdue University): flavivirus
maturation, Diane Griffin (John Hopkins University): measles virus immunity, Harry Greenberg
(Stanford University): rotavirus immunity, Connie Schmaljohn (U.S. Army Medical Institute of
Infectious Diseases) :HFRS and VEE virus DNA vaccine, Raul Andino (University of California):
Zika virus adaptation. Virus Disease Japanese Panel members and their co-workers made

presentations in English at workshop sessions. Jiro Arikawa (Hokkaido University): SFTSV and



HFRS virus, Akira Nishizono (Oita University): rabies virus, Kouichi Morita (Nagasaki University):
Dengue virus, RVFV, Tick virus, Shigeru Morikawa (NIID Japan): Tick borne virus, RVFV, SFTSV.
Because both Japan and US members attended the presentations, it provided an effective occasion
for mutual understanding of each other’s research area. There were two meetings during this
annual meeting. Therefore, the other meeting could be a possible alternative for a previously
scheduled “USJCMSP Joint Working Conference on Viral Diseases” which was not held due to
unavailability of NIAID fund. Through the meetings, we, the members exchanged information and
discussed future collaboration. Application and possible theme for USJCMSP Collaborative awards
were also discussed.

Research activities: Jiro Arikawa (Hokkaido University):Hantavirus: Hantavirus
immnochromatographic serodiagnostic system was developed and its application trials in both
human and rat sera in Sri Lanka were started. Pseudotyped VSV (pVSV) with recombinant
hantavirus envelope protein of Hantaan virus, Seoul virus, and Andes virus for rapid serotyping
were developed. Epidemiological studies of hantavirus among both human and small mammals in
Sri Lanka, Central Province and Uva Province were started.

Akira Nishizono (Oita University): Rabies: Recombinant street rabies virus 1088 strains
expressing NanoLuc or Gaussia luciferase (1088/NLuc or 1088/GLuc, respectively)was generated. By
preliminary tests using favipiravir, it was found that 1088/NLuc is applicable to a high-throughput
antiviral drug screening against rabies virus. Furthermore, by deletion mutant analysis, it was
found that C-terminal 19 amino acid residues of the 1088 strain N protein are responsible for the
formation of Negri bodies and also identified a highly conserved motif to be a target for an antiviral
compound within the region.

Kouichi Morita (Nagasaki University):Arbovirus: The retrospective serological data suggest
that chikungunya virus infection is widely spread in Myanmar, Sri Lanka, Indonesia, the Philippines
and Vietnam in South Asia and Southeast Asia in and before 2006. Ross River virus is being
maintained in a limited number of population in Fiji. We also, report that the existence of
dengue-specific antibodies in the serum of a person after 70 years from infection and, DENV-2 played
a role in this Nagasaki dengue epidemic (1942-1944). In addition, our epidemiological study in Asia
provided that four serotypes of dengue virus circulated in 2013 dengue outbreak. Dengue-1 was the
dominant serotype and has persisted mostly for more than one decade in Myanmar.

Nobumichi Kobayashi (Sapporo Medical University): Gastroenteric virus: Recently, G2P[4] has
been a dominant genotype of human Rotavirus A in Bangladesh. Whole genomic analysis of 17
G2P[4] rotavirus strains in 2010 and 2013 in Bangladesh revealed that similar mutations in all the
gene segments occurred chronologically. Whole genomic analysis of recent 14 human Rotavirus B
strains in Bangladesh elucidated the presence of genetic diversity among most of gene segments,
suggesting occurrence of reassortment events among Rotavirus B in India and Bangladesh.

Shigeru Morikawa (NIID Japan): SFTSV: Mammalian expression vector to express SFTSV GP
and NP have been constructed. Expression and distribution of the recombinant proteins in the

mammalian cells upon transfection of each construct or both constructs are analyzing.
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