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The National BioResource Project in Japan aims to collect and distribute various bioresources that are essential for
research materials in life sciences. Among 29 bioresources (e.g. Mice, Rats, Drosophila, Arabidopsis, Wheat, Yeast,
etc.), the most important feature of NBRP Algae lies in their evolutionary and ecological diversity and resulting in
diverse biological characters. As members of NBRP Algae, the Microbial Culture Collection at the National
Institute for Environmental Studies (http://mcc.nies.go.jp) and Kobe University Macroalgal Culture Collection
(http://ku-macc.nbrp.jp) have roles of collection, preservation, and provision of algal bioresources, and University
of Tsukuba and Hokkaido University contributes for collecting candidate for model organism with the biological
information and backing up of selected bioresouces, respectively. Almost 4,800 algal strains including various taxa,
model organisms, type strains, strains related with environmental issues, etc. are open for distribution. Algae have
been traditionally used as model organisms for the photosynthesis research and, more recently, for biorefinery and
biomass research aiming to produce useful biomaterials and biomass, such as biofuels. Because of the high

potential for exploiting these characteristics, interest in algal research has been rapidly increasing.



In fiscal 2016, 425 cases of distribution order were reported with a total of 1,555 strains, of which 1,330
strains were distributed within Japan and 225 strains were distributed overseas. The number of strains has increased
approximately 1.5 times the number of strains reported in the previous fiscal year, recoding the highest number
since the foundation of the NBRP algae. The total number of distribution during the third term of the NBRP
reached 5,903 strains. Although most orders come from the research institutions, orders from foreign institutes have
increased in the recent years. A total of 157 strains, including five strains with new species names and five strains
with sequenced genomes, have been deposited, and we have received more than 150 strains for three years in a row.
The total collection number during the third term of the NBRP reached 1,145 strains. For long-term preservation,
we have added 250 strains to the cryopreservation. Meanwhile, we examined the appropriate conditions for the
cryopreservation of particular groups that have relatively low survival rate. Furthermore, we have established 5-10
axenic strains per year through cell-separation using a flowcytometric cell sorting and antibiotic processing.

As new activities towards usage expansion of NBRP algal resources, we 1) distributed news via email three
times a year, 2) held a training course on algae nurturing for the beginner users, 3) released YouTube videos on the
technique of subculturing as well as on algae and protists, and 4) updated our official web page to new design. For
an additional useful information update on the strains, we are engaged in putting DNA barcode information of 40
preserved strains per year, while decoding the entire genome and organelle genome of the 22 algal strains in
projects within or outside the NBRP Algae. Upon the release of analytical results, we have linked the preserved
strain information to public databases. Furthermore, our activities were adopted by the NBRP Genome Information
Upgrading Program, and currently, the “Genome sequencing of the NIES cyanobacteria collection” is being
conducted in partnership with Toyohashi University of Technology and the National Institute of Genetics in Japan.

The publication number was 90 (average IF: 3.72) in fiscal 2016 and reached 369 in the third term of the NBRP.
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