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Through phases 1 and 2 of the NBRP, the NBRP-yeast has established a framework for collection,
preservation and distribution of strain and DNA resources of mainly two species, the fission yeast
Schizosaccharomyces pombe and the budding yeast Saccharomyces cerevisiae, which are making
significant contributions to research in a variety of areas within the life sciences. In phase 3, NBRP-yeast
has continued our previous activities and developed the project; and all collection, preservation and
distribution exceeded the target value greatly. Distribution of resources reached 5,000 cases a year, and
about two thirds of them were distribution to overseas countries (33 countries). Moreover, web sites and
databases were consolidated with co-sponsorship of the NBRP Information Center to implement the project
efficiently. We have made efforts to increase the number of resource distribution. For example, we further
upgraded the version of "Genome Viewer", which enables users to order resources possessed by
NBRP-Yeast while visually confirming genome information. Furthermore, electronic MTA was introduced
to construct more efficient framework to distribute our resources. Thus, the NBRP-yeast has become one of
the top international yeast resource centers. Our fission yeast collection became the largest in the world in
both quality and quantity. In addition, preparation of our cDNA and genome clones, which were uniquely
developed through NBRP genome analysis program and others, also proceeded. For budding yeast,
NBRP-Yeast also became a facility possessing a large-scale resource collection. As mentioned above, we
believe that NBRP-Yeast became a world-leading yeast resource facility. Hiroshima University joined us as
a contributory facility form the Phase III project, and conducts preservation and quality control of backup
resources. The total number of original articles published in leading international journals such as Nature
exceeded 600 articles.

1. Collection of yeast resources: Both quality and quantity of our collection exceeded our goals greatly. The
number of strain stock became 48,000 strains, and we also possess about 110,000 DNA clones. For fission
yeast, we collected strains expressing GFP fusion proteins, disruptants of meiosis-specific genes, and
temperature-sensitive mutant strains; and established a distribution system to provide these strains and
genes as sets of several hundred strains. Furthermore, for DNA clones, we enabled distribution of highly
versatile drug-resistance marker plasmids. For budding yeast, we collected and released various and
valuable resources including 1,600 strains and DNA resources related to ribosome biogenesis, 400 of
DNA barcode strains, 200 of vesicular transport and AID labeled DNA replication resources, 150 of
mutant strains related to meiosis-specific DNA recombination, 100 of multiple gene disruption strains for
protein phosphatase PTC subfamily, 50 of genome-wide chromosomal duplication strains at
subchromsomal level, 500 of DNA clones harboring S. cerevisiae chromosomal DNA and 20 of plasmids
harboring dual promoters in addition to several hundreds of mutant strains and DNA resources of model
yeast species other than baker's yeast as a characteristic and valuable resources.

2. Safe preservation and quality control: We introduced a monitoring system that can monitor five deep
freezers for strain stock online. For important strain resources, stock strains are duplicated and preserved at
Hiroshima University to endure sufficient backup system.

3. Public information disclosure and speeding up of distribution: The number of resource distribution was
5,668, which vastly exceeded the target number of 2,150 cases. Of these cases, 65% of them were

distribution to overseas countries (33 countries). In the Phase III project, 927 new users were acquired.
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Collected resources were immediately prepared for distribution, and information about the resources was
distributed through a mailing list (about 2,000 subscribers). MTA was computerized, and it enabled
distribution of our resources within a week after receiving the order. In addition, the website of
NBRP-Yeast was renewed and improved into a new and more easy-to-use design in 2016.

Strengthening cooperation with researcher communities: A symposium was held under the auspices of
NBRP-Yeast in 2015. In addition, we made a presentation at NBRP workshop in International Fission
Yeast Meeting in 2015, and explained the contents of the project and made an appeal about promotion of
utilization, depositing of resources, and provision of information on resulted papers. We believe we could
give the widest possible publicity to the project effectively because most of fission-yeast researchers in the
word participate in this meeting. We provided verbal presentation and poster displays in the 45th to 49th
Annual Meetings of the Yeast Genetics Society of Japan. In addition, we provided poster displays,
distributed leaflets, and performed online search demonstration to introduce the project at the 14th
International Congress on Yeasts, the 7th International Fission Yeast Meeting, the 26th International
Conference on Yeast Genetics and Molecular Biology, the 31st to 34th Yeast Workshops, Annual meetings
of The Molecular Biology Society of Japan, and Annual meetings of the Japan Society for Bioscience
Biotechnology and Agrochemistry. Furthermore, we have regularly appealed to our users to describe
clearly that the materials were obtained from NBRP-Yeast in the publications and enhanced our system to
search the latest publication information and feedback. We understand that there are more than 600
publications that utilized resources from NBRP-Yeast until now, and a number of those publications were

published from high-level international journals.
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