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Throughout the term of this project, Japanese and foreign researchers had access to a swift and stable
supply of colon bacterium (Escherichia coli) and hay bacillus (Bacillus subtilis) genetic resources
that had been collected and preserved by the National BioResource Project (NBRP). In addition,
useful E. coli and B. subtilis resources that were in danger of becoming scattered and lost were
collected and preserved. As a result, the number of preserved strains increased to 60,889, and the
number of distributed cases increased over five years to 2,514, accounting for 1,064,520 strains. E.
coli is a typical Gram-negative bacterium and B. subtilis a typical Gram-positive bacterium, and the
project also functioned as an international resource center for these model prokaryotes.

Quality inspection using whole-genome sequencing was introduced in order to qualitatively
improve the collected resources, and genome sequencing was promoted with a priority placed on
important strains. Genome sequence data obtained in this way were entered into the DNA Data Bank
of Japan and have been made available as source data on the project’s website. Using the
whole-genome sequence for quality inspection has brought steady improvements to the quality of the
resources through the discovery of previously unknown mutations, leading to further increases in the
information value of strains. The project also worked to determine the base sequences of plasmid
vectors, and created genetic maps of plasmids based on the sequence information.

As selection criteria for the E. coli and B. subtilis resources that were collected, useful

resources were carefully chosen based on data published in academic papers. In particular, priority



was given to strains from researchers who had retired, in order to prevent these resources from
becoming scattered and lost. When resources were collected, appropriate quality inspections were
carried out with the cooperation of the depositor. All bacteria are frozen for storage, and lines that
have been collected in the past are also stored under stable conditions. Kyushu University, the
organization that shares out resources, is responsible for backing up the lines and has ensured that the
preservation is fully reliable. The university works to respond expeditiously to requests for
distribution, and provides resources to Japanese and foreign researchers.

In order to advance the NBRP in collaboration with Japanese and foreign researchers, the
NBRP Steering Committee, which includes E. coli and B. subtilis researchers, was established, and
this committee now holds annual meetings. Moreover, two seminars were held every year in
collaboration with the research community in order to encourage opinions from as many researchers
as possible and to promote the effective use of resources. The 21st Century E. coli Seminar for E.coli
researchers and the seminar for B. subtilis researchers attracted the participation of many graduate
students from Japanese laboratories working on the front line in this field.

To increase awareness of the resource project among a wider range of researchers, this
project was promoted in displays at the annual conventions of the Molecular Biology Society of

Japan, the Genetics Society of Japan, and the Society of Genome Microbiology, Japan.
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