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1. Collection of the resources
927 and 91 strains including flower color mutants as well as novel mutants were collected at
core-center (Kyushu Univ.) and sub-center (NIBB), respectively. Both number of strains are
exceeded the initially desired values. Newly developed 59,907 BAC clones were also collected.

2. Preservation of the resources
Including the newly collected lines, 2,526 and 310 lines were stocked in core-center and
sub-center, respectively. We cultivated the lines to obtain enough seeds for distribution, and
checked the genetic characters. In addition to the DNA clones collected before the third term of
NBRP, the newly collected DNA clones were stored. The total clone number is 177,124,
Information of the resources that can be provided to researchers was opened from the web
sites. Information in English updated accordingly. We released a database integrating the
genome and the DNA clone sequences.

3. Distribution of the resources
For the morning glory strains, 2,473 and 64 lines were provided in response to user's requests,
218 EST clones were provided. To increase requests, we explained our flexible thinking about
intellectual property of the resources to the researchers. Laser beam treatment to enhance
germination of morning glory seeds were employed and this improved our resource values.

4. Bucking up the resources
We continued mutual backup preservation between the core center and the sub-center. The
newly collected BAC clones were stored by the core center as a backup.

5. Communication, Education and Public Awareness



We regularly attended annual meetings of MBSJ (The Molecular Biology Society of Japan),
and public relations of our resources were carried out using posters and live materials.
Moreover, core and sub-centers had independent activities of public relations for citizens as

well as researchers. We notified users to report on their publication using our resources.
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