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NBRP core facility program aims to collect, preserve and distribute deletion mutants of
Caenorhabditis elegans and help researcher to access the high quality biological resources. In the
fiscal year 2016, we continued collection and preservation as before and tried to collect additional
deletion mutants during the whole genome sequencing of the mutant alleles. As we did in our trial
experiments, we were successful to identify additional deletion mutations when we sequence the
whole genome of a strain with a next-generation sequencer, which allows us to rule out the presence
of wild-type genome sequence at the gene of interest. Additionally obtained deletion mutants were
also collected and stored. Distribution was done as mutants were requested by researchers. After
we receive Material Transfer Agreement (MTA), we shipped the requested mutants via post office.
For integrated promotion of the project, we aimed the project aware publicly. In the first proposal of

2



the third phase of the NBRP for the nematode, we set the targets of collection and distribution are
400 alleles per year and 1200 alleles per year, respectively.

In the fiscal year 2016, we achieved the followings.

Collection of new deletion mutants: We changed the target number of deletion mutants to 1,000 alleles
per year because we obtained the additional mutants through the whole genome sequencing method.
We collected a total of 1,084 alleles, more than the target of the year.

Preservation of deletion mutants: We changed the target number of newly preserved deletion mutants
as collection of mutants; 1,000 alleles per year. We preserved 1,084 new mutants and the cumulative
number of deletion mutants in storage became 8,072 alleles in the end of the fiscal year 2016. We
also store such mutants in a company far from Tokyo to avoid the loss of mutants in case of disaster.

Distribution of deletion mutants: The target number of distribution was 1,200 alleles per year and we
distributed 1,631 alleles in the fiscal year 2016.

Integrated promotion of the project: We were able to examine the quality of deletion mutations with
whole genome sequencing. Through this technical advance, we achieved the aimed number of
mutants to be collected and preserved. We asked Dr. Yukiko Yamazaki’s laboratory to help our
mutant database posted through National BioResource Project website. This help researchers to
find the mutants of interest and promote the usage of our mutants to analyze the phenotypes of
those mutants. Also, we asked Dr. Yamazaki to construct the question mail system that help
researchers to send the core facility any questions. We also send the information on deletion mutants
to international consortium of the nematode database, WormBase. The information is usually posted
through the database a few months behind the NBRP website because of combination with other
information.

C. elegans mutants suffer from lethal or sterile phenotypes in approximately 20% of the strains. The
cannot survive as homozygotes and when we culture those animals in heterozygotes, the mutants
are diluted and lost eventually. We mated those mutants with fluorescent marker-tagged balancer
chromosomes. The target number for balancing lethal or sterile mutants were 120 alleles per year.
We balanced 164 alleles of lethal or sterile mutants in the fiscal year 2016 and a total number of

balanced alleles was 751 alleles.
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