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The NBRP “Pathogenic Microorganisms” are collections of (1) type strains, (2) high level pathogens, and (3) fresh
strains from clinical specimens. Even if any infection develops, this project aims at the pathogenic microorganism
collection to deal with it.

The Medical Mycology Research Center, Chiba University handles pathogenic fungi and actinomycetes, the Research
Institute for Microbial Diseases, Osaka University and the Gifu University, Center for Conservation of Microbial
Genetic Resource, Organization for Research and Community Development do pathogenic bacteria and the Institute
of Tropical Medicine, Nagasaki University dose pathogenic protozoa. Their number aims are the following; Chiba
University: 500 strains, 22,640 strains, 500 Chiba University, Osaka University: 150 strains, 12,100 strains, 150
strains, Gifu University: 200 strains, 16,330 strains, 250 strains, Nagasaki University: 30 strains, 820 strains, 15
strains. Each institute does collection, preservation, and analysis of characteristics on pathogenic microorganisms.
Chiba University collected, preserved and provided type strains of pathogenic fungi and actinomycetes, high in
reusable value. It also collected antifungal-resistant strains of Aspergillus fumigatus, notable in clinical field. The
fresh clinical strains were used for development of drug medicines and contributed to medical development.

Osaka University collected pathogenic bacteria in the intestine and, analyzed biochemical characteristics to add the
information for which the study top is useful.

Gifu University collected air passage infecting high class pathogenic bacteria, including Class II or III Pathogens,
and provide their DNA. It also analyzed biochemical and phylogenetic characteristics

Nagasaki University was the only instate collecting, preserving and providing pathogenic protozoa in Japan. These
strains were used for development of drug medicines and vaccines.

We also prepared the new format data-base of pathogenic bacteria, providing specific biochemical information of
pathogenic bacteria, supported by the National Institute of Genetics and the Japanese Society for Bacteriology.

By holding lectures of pathogenic microorganisms and identification of causative microorganism for infections for

medical organizations, we seeked to enhance the partnerships with them and increase the number of users.
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