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In Japan, cancer is the leading cause of mortality and, about 1 million people are diagnosed
with cancer every year. Of them, about 600,000 are eventually cured, but about 400, 000 lose
their lives. This means that one of every two Japanese will develop cancer in their lifetimes
and one of every three Japanese will die of cancer.

Six types of cancer, lung cancer (LC), gastric cancer (GC), colon cancer (CC), prostate

cancer (PC), breast cancer (BC), and esophageal squamous cell carcinoma (ESCC) are critical
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in Japan, because all of them are ranked in top 10 in mortality and BC, LC, CC, and PC show
an increasing tendency, and ESCC and GC are more common in Japan than in the United State
and Europe. In order to prevent and overcome those cancers, a total of 13 research core—members
from 11 research institutions (TMDU, ACRI, TU, JFCR, SU, NU, OU, KU, IMU, NCRI and TU%) have
carried out Research Project entitled with “Exploring genetic susceptibility to cancer and
biomarkers for personalized cancer medicine (PCM)” under the establishment of a network for
intimate cooperation with RIKEN and BioBank Japan in IMS of UT. In the fiscal year of 2016,
our project has produced remarkable results including novel cancer—susceptible variants,
diagnostic biomarkers and therapeutic targets for the PCM in individual research—activities.

*Tokyo Medical and Dental University, Aichi Cancer Research Institute, Tokushima

University, Japan Foundation of Cancer Research, Shiga University, Nagoya University,

Osaka University, Kyoto University, Iwate Medical University, National Cancer Research

Center Institute, and The University of Tokyo
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