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The objective of this program is to realize personalized medicine by providing each individual patient with
treatment tailored to his/her specific needs by identifying genetic polymorphisms in patients. To achieve this objective,
we have established BioBank Japan (BBJ), where DNA and serum samples that have so far been collected from about
420,000 patients are stored, and have created a database of clinical information on them.

In FY2016, after obtaining informed consent for this research (with an explanation of the research) from patients
with target diseases (38 diseases), we collected DNA samples from 16,000 patients and clinical information on 49,000
cases at the following 12 medical institutions: Osaka Medical Center for Cancer and Cardiovascular Diseases
(formerly Osaka Prefectural Adult Disease Center), Japanese Foundation for Cancer Research, Juntendo University,
Tokyo Metropolitan Geriatric Hospital and Institute of Gerontology, Nippon Medical School, Nihon University, [wate
Medical University, Shiga University of Medical Science, Fukujuji Hospital, Osaka National Hospital and lizuka
Hospital; and created a database based on them. As part of clinical information collection, we conducted a survey of
outpatients, where we identified 48,000 participants in the research who had not visited a hospital at least in the past
one year. To find out their prognosis, we conducted a survey on their certificate of residence involving a third-party
application for issuing a copy of the certificate of residence.

Samples (800,000 pieces of DNA and 1,970,000 serum samples) and clinical information were stored and controlled
by the Institute of Medical Science of the University of Tokyo. We created a database of clinical information and
operated the biobank using these samples and clinical information, which have been provided to RIKEN, the core
research institution, and other research facilities.

In cooperation with multicenter clinical trial groups (Japan Clinical Oncology Group (JCOG), Japan Children’s
Cancer Group (JCCG), and National Hospital Organization), we established the foundation for a cooperative storage
system for biological and other samples to help conduct additional genomic studies for clinical research. We then
collected, stored and controlled 9,800 DNA samples, 3,200 serum samples, and 550 tissue samples. We also conducted
a technical study with pathological analysis and genomic analysis using tissue samples.

At the Genomic Pathology Standardization Center established in the University of Tokyo Hospital, we improved
and standardized the method for handling tissue samples. In cooperation with the Japanese Society of Pathology, we
held the “Workshop on Handling of Pathological Tissue Samples,” a workshop on how to handle high-quality
pathological tissue samples for genomic research, mainly targeting doctors with the aim of developing highly
specialized professionals. We later held an additional workshop and posted the contents of the workshop online, as
well as added new practical skill programs to improve a series of the workshops.

We performed research on markers for assessing the quality of biobank samples and their international standardization
at Kitasato University and National Institutes of Biomedical Innovation, Health and Nutrition. We also established a

system to assess the quality of biological samples stored and controlled by BBJ.
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