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In collaboration with the RIKEN institute, we sequenced and analyzed a total of 636 cases:
150 cases of childhood acute lymphoblastic leukemia, 222 cases of inborn errors of

metabolism and congenital disorders of the endocrine system, and 104 cases of congenital
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anomalies consequently. In this period, in the RIKEN institute, there were 30 cases of
childhood lymphoma, 10 cases of growth disorders, and 10 cases of congenital anomalies.
Several previously unreported mutations have been found, and detailed analyses are

ongoing.
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