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In order to promote genomic medicine, AMED has started organizing research platforms and
providing them for researchers in Japan. To help these activities, we performed following subjects
utilizing platforms equipped in our facilities:
Support of genome, omics and informational analyses
We received the samples from research organizations and hospitals in all-parts of Japan,
and carried out exome sequencing, metabolome analysis, and so on as entrusted analyses. In
addition, to promote the sharing service of Tohoku Medical Megabank Supercomputer, user
manuals were prepared, and lectures for users were conducted not only by on site but also
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through web system. We also helped to organize security rooms distant from our facilities
where researchers can operate the supercomputer by remote control. Furthermore, Center
for Genome Platform Projects was opened to support researchers as a concierge. Furthermore,
we contributed to extend the following database: nearly 28,000,000 SNVs detected by whole-
genome sequencing of 2,049 Japanese individuals (2KJPN, the latest release on June, 2016),
Japanese Multi Omics Reference Panel jMorp, the latest release on August, 2016).
Development and release of integrated knowledge database

We developed and released the integrated database of Tohoku Medical Megabank (dbTMM)
which consists of data from cohort studies and analytical results such as genomic data. The
database now contains data from over 10,000 Japanese individuals. A summary of the
contents was also released as dbTMM catalog.
Development of prototype system for cross search of biobank information

To develop web-based cross search system of multiple biobank information in Japan, we first
decided basic design of WebAPI.
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