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The research framework was established, which allows a research team share a bioresource with
accurate clinical information, in close contact with bioresouce providers (BioBank Japan, NCNP
BioBank, Fujita Health University and NCC BioBank).

By the bioresource providers, the construction of database has been started for research of
identification of biomarkers associated with drug responses, by extracting clinical information of
patients who were administrated with psychotropic drugs (lamotrigine, clozapine), anti-cancer
molecular-targeted drugs (regorafenib, trastuzumab, nivolumab), anti-epileptic drugs. The
registration of new patients has also been started.

Genomic analyses, such as targeted re-sequencing focusing on Pharmacogenes, and comprehensive
metabolome analysis have been started using DNA and plasma samples collected by the bioresource

providers.
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