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We introduced cancer clinical sequencing service in Kyoto University, Okayama University,
Hokkaido University and Chiba University. We have also launched in-house clinical sequencing
system “CLHURC” in Hokkaido University Hospital. We have introduced the Cyber Oncology
Web Server system collaborate with EMR system in all participating Uiversities. We have also

evaluated the usefulness of SPREC (Standard Preanalytical Code) as a quality control system



for the samples stored in each clinical biobanks.
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