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SeATRRZEDS B, FIEAE D P14P 1% Oxysterol-binding protein (OSBP)-related protein 5 (ORP5) <> ORPS8
Iz 7 v— 45 2 & T, /NI AEALIZ 1T D PIAP EAR ATy FULEY
DL ZHEH T2 2 & 2NHBI L CTwvw5b (Chung et al, 2015) . il 5 PI4AP & pk % 3%
Phosphatidylinositol 4-kinase type Illo. (PI4Kllla) D=5 ¢ aF v/ v 7 7 7 MERHESF I 4-
hydrooxytamoxfen Z{Efl &t T Pl4KIlla © / v 7 77 NEFHEL, 2> hue—/Uifla & i L7z &
ED/ 77U MRIZI T D JRAEDZEA 2 FERE T 7o AR IR e s o 2 7 A O RE Z il Tz &
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W9 7Dl S o R B O R 21T o 72, £12. Th oy TEEO LR if 3 5 72
»HIZ, CRISPR/Cas9 {EIZ L DB HE MBI N ET I 7 4 voa®d /) v I T NI A ORBNLIZET
L. BRI/ v 7 7o Mk 2B Uiz, ¥ 77 7 4 v 3 21220 T, CRISPR/Cas9 # —
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The primary goal of the current study is to identify novel lipid transport systems in cells, and investigate them
at molecular, cellular and organism levels. First, we built a confocal-based imaging system that enables the
determination of localization/dynamics of proteins or lipids, and optogenetic and/or chemical biology-based
manipulation of lipids in cells. To corroborate the preliminary observations that implicate novel regulators of
lipid transport, a screening was carried out with a candidate approach to identify proteins whose localization at
the plasma membrane depends on lipids at the plasma membrane. Two candidate proteins obtained from the
screening were transiently expressed as a fusion protein with GFP or epitope-tags in COS7 cells or HelLa cells,
and those cells were analyzed with the confocal microscopy to determine the subcellular localizations. Toward
the physiological understanding of the lipid transport mechanisms mediated by the novel regulators, knockout

cell lines were established using the CRISPR/Cas9 system. In addition, zebrafish KO lines are being established.
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